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ElAICHFSSARS-CoV-2D5° ) LfEth

$215:126,605 (2/218Fm) (+7,228) sEmmAE2/148 4Lt

HOERTRR - EDRIE : 6iB1E4,317. FREB444. E2FE684. =iKE3,279,. #KHEIE333. WFEER714, REIE3,049.
ZIME3,990. 1hKIE2,662, B¥FEIR1,730. #{EIB6,124. FEIBS5,444, EREI933, #RJIIE3,635. #FKE2,018.
12912, AJIIR1,862. fEHIR1,148, ILEIE346. REFIR1,362. IXEIRE934, FHMIE2,114, BX1121,919, =&&
3,212, %&EIR1,320, R#&AT2,619. KBRAT4,309. FER13,733. RRIR1,379. HFKLE2,163. SHUR688. BiRIE
1,484, MILE1,969. LEE3,811, LAE3,355. fEE534, &)IIIR1,184, BigE812, SAIE898. #&EMIE11,901.
EEIE789. RIFIE1,408, REARIE2,181, A3R1,284, =lFE1,191. EIEREER2,294, H#BIE3,340. 178,794
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B.1.351RMDEEKR (R—FHR)  : EIR2561 (+041) . #&=92/41 (+041)
P1RRDEERR (I VK : ER10741 (+061) | #3041 (+04l)
B.1.617. 2R MODEEK (TILFHR) : EARN7,1000 (+117H1) . 1&5%Z1,486651 (+341)

B.1.1.529%MRDEENK (A=T0O2HK) : EMN22,5256] (+5,66141) . #%5&3,32561 (+55241)

B.1.1.7RFDEEK (D7ILT7H#R) : EAN51,97361 (+141) . #&5&34241 (+0)
B.1.617.1RDZEEK (IBHOY/UR) EAR8HI (+061) . #=1941 (+041)
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AY.4. 2R FDEEKR (T)LIHR) : ER0HI. 751 (+0641)
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(VANARDDIRL T/ LAEBIF+ATH D EREIC PANGO RIFEHE TERVWHER) .
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XTI, PANGOFHIDB. 1.617 25 T OBRIAIC BT HAY RIESD. TR 1.3%, TNk 1.9%
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