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23
50
60
70
70
75
95
150
160

10
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15
16
16
16
16
17
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20
44
60
70
70
75
85
130
140

D001
D001
D001
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D001 15 160 140 D001 16
D001 15 160 140 D001 16
D001 15 160 140 D001 16
D001 16 190 170 D001 17
D001 16 190 190 D001 18
D001 17 230 200 D001 19
D001 18 270 230 D001 20
D001 19 290 250 D001 21
D002 27 23 D002

D002 10 9 D002

D003 D003

D003 1 10 9 D003 1
D003 2 16 14 D003 2
D003 2 16 14 D003 2
D003 2 16 16 D003 3
D003 2 16 16 D003 3
D003 2 16 16 D003 3
D003 3 26 23 D003 4
D003 4 30 26 D003 5
D003 5 32 28 D003 6
D003 6 50 44 D003 7
D003 7 55 48 D003 8
D003 8 60 55 D003 9
D003 9 65 60 D003 10
D003 10 70 65 D003 11
D003 11 85 75 D003 12
D003 12 90 80 D003 13
D003 13 95 85 D003 14
D003 14 150 130 D003 15




D004 D004

D004 3 75 65 D004 2
D004 2 70 70 D004 3
D004 3 75 75 D004 4
D004 4 90 80 D004 5
D004 4 90 90 D004 6
D004 6 180 160 D004 7
D004 5 170 170 D004 8
D004 7 340 340 D004 9
D004 8 SP-A 380 380 D004 10
D005 D005

D005 1 11 10 D005 1
D005 2 17 15 D005 2
D005 3 21 18 D005 3
D005 3 21 18 D005 3
D005 4 23 20 D005 4
D005 5 25 22 D005 5
D005 5 35 32 D005 5
D005 8 50 44 D005 8
D005 8 50 50 D005 9
D005 9 60 55 D005 10
D005 9 1 60 55 D005 10
D005 10  Donath-Landsteiner 65 60 D005 11
D005 10 1C 1C 65 60 D005 11
D005 12 75 65 D005 12
D005 11 70 70 D005 13
D005 13 130 130 D005 14
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D005 14 (TdT) 310 270 D005 15
D005 15 TK 340 290 D005 16
D005 16 580 500 D005 17
D005 16 60 50 D005 17
D006 D006
D006 1 18 16 D006 1
D006 2 19 17 D006 2
D006 3 22 19 D006 3
D006 3 22 22 D006 4
D006 3 22 22 D006 4
D006 4 30 26 D006 5
D006 4 30 26 D006 5
D006 5 32 28 D006 6
D006 5 32 28 D006 6
D006 4 30 30 D006 7
D006 6 38 34 D006 8
D006 6 38 34 D006 8
D006 6 38 34 D006 8
D006 7 42 36 D006 9
D006 8 85 75 D006 10
D006 9 95 85 D006 11
D006 9 95 85 D006 11
D006 9 95 85 D006 11
D006 10 100 85 D006 11
D006 10 100 85 D006 11
- - atnoff 85 D006 11
- - 85 D006 11
- - 85 D006 11
- - ewis 85 D006 11




- - 85 D006 11
D006 10 100 95 D006 12
D006 10 100 95 D006 12
D006 11 130 130 D006 13
D006 11 130 130 D006 13
D006 12 160 140 D006 14
D006 13 180 160 D006 15
D006 14 190 170 D006 16
D006 15 200 170 D006 16
D006 15 200 170 D006 16
D006 15 200 170 D006 16
D006 16 210 180 D006 17
D006 17 220 190 D006 18
D006 17 220 190 D006 18
D006 16 210 200 D006 19
D006 18 240 210 D006 20
D006 18 240 210 D006 20
D006 19 (TAT) 260 230 D006 21
D006 20 280 240 D006 22
D006 20 280 280 D006 23
D006 23 320 280 D006 23
D006 21 300 300 D006 24
D006 22 310 310 D006 25
D006 24 340 340 D006 26
D006 750 640 D006
D006 900 770 D006

()
D007 D007
D007 1 13 12 D007 1
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D007
D007
D007
D007
D007
D007
D007
Do07
D007
Do07
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Do07
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13
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13
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19
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12
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D007
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D007
D007
D007
D007
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D007
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Do07
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(GPT)

(GOT)
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25
25
28
30
32
34
34
34
30
30
34
34
40
40
46
46
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50
50
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19
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29
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30
34
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40
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44
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D007
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D007
D007
D007
D007
D007
D007
D007
Do07
D007
Do07
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D007
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D007
D007
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D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
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15
15
15
15
15
16
16
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18
17
20
20
19
20
21
22
23
23
24
24
24
24
24
24
24
24

1,5-

A SP-

(L-CAT)
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60
60
60
60
60
60
60
65
65
70
70
75
70
85
85
80
85
95
100
110
110
120
120
120
120
120
120
120
120

55
55
55
55
55
55
60
60
60
60
60
65
70
75
75
80
85
85
85
95
95
110
110
110
110
110
120
120
120
120

D007
D007
D007
D007
D007
D007
D007
D007
D007
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D007
D007
D007
D007
D007
D007
D007
Do07
D007
Do07
D007
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D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
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30
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130
130
140
130
130
150
140
170
170
170
180
170
170
190
190
200
200
200
200
200
200
190
210
190
190
200
220
220
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120
120
120
130
130
130
140
150
150
150
160
170
170
170
170
170
170
170
170
170
170
180
180
190
190
190
190
190
190
200

D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
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D007
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31
31
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D007
D007
D007
D007
D007
D007
D007
Do07
D007
Do07
D007
Do07
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
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D007
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D007
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32
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40
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2,5-

1,25

RLP

C C-PTHrP
(PTHIP)
1,25(0H) D )

IL-2R)
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230
230
210
240
230
260
260
270
270
270
270
270
240
240
270
280
290
260
270
300
310
300
320
330
320
370
380
400
420
430

200
200
210
210
230
230
230
230
230
230
230
230
240
240
240
240
250
260
260
260
270
280
280
290
320
320
330
340
420
430

D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007
D007

34
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35
35
36
36
36
36
36
36
36
36
37
37
37
37
38
39
39
39
40
41
41
42
43
43
44
45
46
47




D007 130 120 D007

D007 150 130 D007

D007 10 165 140 D007

()

D008 D008

D008 1 70 60 D008 1
D008 1 B B 70 70 D008 2
D008 2  11- (11-OHCS) 80 70 D008 2
D008 2  11- (11-OHCS) 80 70 D008 2
D008 2  17- 17-OHCS 80 75 D008 3
D008 3  17- (17-OHCS) 85 75 D008 3
D008 4 100 85 D008 4
D008 4 17 17-KS 100 85 D008 4
D008 5 110 95 D008 5
D008 4 5- (5-HIAA) 100 100 D008 6
D008 5 110 110 D008 7
D008 6 140 120 D008 8
D008 6 140 120 D008 8
D008 8 150 130 D008 9
D008 8 150 130 D008 9
D008 8 150 130 D008 9
D008 8 150 130 D008 9
D008 8 150 130 D008 9
D008 8 150 130 D008 9
D008 7 BNP 145 140 D008 10
D008 9 160 140 D008 10
D008 10 170 150 D008 11
D008 10 170 150 D008 11
D008 10 170 150 D008 11
D008 10 170 150 D008 11
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D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
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11
11
11
11
11
11
11
11
12
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12
12
12
13
13
13
14
13
15
15
16
16
16
17
17
18
18
18
18

17-

17-

GAD

HCG
B HCGR

(17-KGS)

(17-KGS

)
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170
190
190
190
190
190
190
190
190
200
200
200
200
200
210
210
210
220
210
230
230
240
240
240
250
250
260
260
260
260

150
170
170
170
170
170
170
170
170
170
170
170
170
170
180
180
180
190
200
200
200
210
210
210
220
220
230
230
230
230

D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008
D008

11
12
12
12
12
12
12
12
12
12
12
12
12
12
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13
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15
15
15
16
16
16
17
17
18
18
18
18




D008 18 260 230 D008 18
D008 19 270 230 D008 18
D008 18 260 260 D008 19
D008 20  17- 17-KS ) 300 260 D008 19
D008 20 300 260 D008 19
D008 20 300 260 D008 19
D008 20 300 260 D008 19
D008 21 o 310 270 D008 20
D008 22 320 280 D008 21
D008 23 330 290 D008 22
D008 23 330 290 D008 22
D008 23 (HANP) 330 290 D008 22
D008 24 340 290 D008 22
D008 24 340 290 D008 22
D008 540 460 D008

D008 860 740 D008

D008 1,050 900 D008

D009 D009

D009 1 46 40 D009 1
D009 2 70 60 D009 2
D009 3 75 70 D009 3
D009 85 75 D009

D009 4 150 130 D009 4
D009 4 o 150 130 D009 4
D009 4 150 130 D009 4
D009 5 160 140 D009 5
D009 6 170 150 D009 6
D009 6 170 150 D009 6
D009 6 170 150 D009 6
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D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
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D009
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D009
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D009
D009
D009
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D009
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D009
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PSA

CAT72-4
CA-50

NMP22

(HCGR

)
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180
180
180
190
190
200
200
200
200
200
200
200
210
210
210
190
190
190
230
240
240
240
240
250
250
250
230
270
240
310

160
160
160
170
170
170
170
170
170
170
170
170
180
180
180
190
190
190
200
210
210
210
210
220
220
220
230
230
240
310

D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
D009
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D009
D009
D009
D009
D009
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- - 310 D009 16

- - 310 D009 16
D009 310 270 D009
D009 390 340 D009
D009 540 460 D009
D010 D010
D010 1 55 48 D010 1
D010 2 160 140 D010 2
D010 4 360 310 D010 4
D010 6 D010 5
D010 6 430 370 D010 5
D010 6 1,750 1,500 D010 5
D010 5 430 430 D010 6
D010 7 500 430 D010 6
D010 8 1,200 1,200 D010 7
D011 D011
D011 1 28 24 D011 1
D011 1 28 24 D011 1
D011 2 40 34 D011 2
D011 2 46 40 D011 2
D011 3 200 180 D011 3
D011 5 230 200 D011 4
D011 4 «o-D-N o-D- 210 210 D011 5
D011 7 360 310 D011 7
D012 D012
D012 1 19 17 D012 1
D012 1 19 17 D012
D012 2 34 29 D012 2
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D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
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D012
D012
D012
D012
D012
D012
D012
D012
D012
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HIV-1,2

157

19G
IgA

B (ADNaseB)
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36
38
42
42
42
46
60
70
70
70
70
70
90
100
110
120
120
120
140
130
130
150
150
150
150
160
160
170
170
160

31
34
36
36
38
40
55
60
60
70
70
70
85
90
95

110

110

110

120

130

130

130

130

140

140

140

140

150

150

160

D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012

© © oo N o o1 o~ W

e e e e T T e T e O O T S S Y N S B T T
© MO O N NN ~Noo o oo o 0P~ DN wDND Rk O o o




D012
D012
D012

D012
D012
D012
D012
D012
D012
D012
D012
D012

D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012

16
16
18

19
19
21
21
19
22
20
20
23

24
24
22
25
25
27
24
26
29
29
26
30
30
28
32
33

17 24

160
160
180

190
190
210
210
190
220
200
200
230

240
240
220
250
250
270
240
260
290
290
260
300
300
280
320
330

160
160
160
160
170
170
180
180
190
190
200
200
200
200
210
210
220
220
220
230
240
250
250
250
260
260
260
280
280
290

D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012
D012

19
19
19
19
20
20
21
21
22
22
23
23
23
23
24
24
25
25
25
26
27
28
28
28
29
29
29
30
30
31




D012 31 310 310 D012 32
D012 35 370 320 D012 33
D012 34 350 330 D012 34
D012 34 350 350 D012 35
D012 38 65 520 460 D012 37
D012 37 HTLV-I 500 500 D012 38
D012 41 1,280 1,100 D012 41
D013 D013

D013 1 38 34 D013 1
D013 2 42 36 D013 2
D013 3 120 110 D013 3
D013 3 120 110 D013 3
D013 4 140 120 D013 4
D013 4 140 120 D013 4
D013 5 160 140 D013 5
D013 5 160 140 D013 5
D013 6 170 150 D013 6
D013 7 180 160 D013 7
D013 8 190 170 D013 8
D013 8 190 170 D013 8
D013 8 190 170 D013 8
D013 8 190 170 D013 8
D013 9 200 170 D013 8
D013 9 200 170 D013 8
D013 11 320 280 D013 9
D013 13 380 330 D013 11
D013 14 390 340 D013 12
D013 14 390 340 D013 12
D013 12 350 350 D013 13
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D013 390 340 D013

D013 490 420 D013

D013 650 560 D013

D014 D014

D014 1 16 14 D014 1
D014 2 23 20 D014 2
D014 3 42 36 D014 3
D014 4 46 40 D014 4
D014 5 50 4 D014 5
D014 6 75 65 D014 6
D014 7 85 75 D014 7
D014 8 150 130 D014 8
D014 8 150 130 D014 8
D014 9 160 140 D014 9
D014 9 160 140 D014 9
D014 10 190 170 D014 10
D014 10 190 170 D014 10
D014 10 190 170 D014 10
D014 10 190 170 D014 10
D014 10 190 170 D014 10
D014 11 200 170 D014 10
D014 10 190 170 D014 10
D014 11 200 170 D014 10
D014 10 190 190 D014 11
D014 12 220 190 D014 11
D014 12 220 190 D014 11
D014 12 220 190 D014 11
D014 12 220 190 D014 11
D014 13 240 210 D014 12
D014 14 250 220 D014 13
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D014 15 310 270 D014 14
D014 15 310 270 D014 14
D014 15 310 270 D014 14
D014 16 330 290 D014 15
D014 17 340 290 D014 15
- - 310 D014 16
- - 310 D014 16
D014 16 330 330 D014 17
D014 19 380 330 D014 17
D014 20 390 340 D014 18
D014 21 400 340 D014 18
D014 18 370 370 D014 19
D014 430 370 D014
D014 570 490 D014
D015 D015
D015 1 22 19 D015 1
D015 2 23 20 D015 2
D015 4 50 44 D015 4
D015 4 50 44 D015 4
D015 5 55 48 D015 5
D015 4 50 50 D015 6
D015 6 80 70 D015 7
D015 6 80 70 D015 7
D015 7 95 85 D015 8
D015 7 95 85 D015 8
D015 7 95 85 D015 8
D015 7 95 85 D015 8
D015 8 130 120 D015 9
D015 8 130 120 D015 9
D015 8 130 120 D015 9
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D015 130 120 D015
D015 9 140 120 D015 9
D015 10 B 150 130 D015 10
D015 9 140 140 D015 11
D015 10 150 150 D015 12
D015 10 150 150 D015 12
D015 11 170 170 D015 13
D015 12 190 170 D015 13
D015 13 210 180 D015 14
D015 13 210 190 D015 15
D015 13 210 190 D015 15
D015 14 220 190 D015 15
D015 15 230 200 D015 16
D015 13 210 210 D015 17
D015 16 240 210 D015 17
D015 17 260 230 D015 18
D015 17 260 230 D015 18
D015 18 280 240 D015 19
D015 19 320 280 D015 20
D015 21 350 300 D015 21
D015 20 A 340 340 D015 22
D016 D016
D016 1 230 200 D016 1
D016 2 250 220 D016 2
D016 1 230 230 D016 3
D016 3 280 240 D016 4
D016 4 290 250 D016 5
- - Two-color 290 D016 6
D016 5 310 310 D016 7

21 24




D016 6 400 340 D016
D016 7 1,370 1,200 D016 9
D017 D017
D017 1 38 34 D017
D017 46 40 D017
D017 3 22 19 D017 3
D018 D018
D018 1 160 140 D018 1
D018 2 150 130 D018 2
D018 2 150 130 D018 2
D018 3 130 120 D018 3
D018 4 120 110 D018 4
D018 5 60 55 D018 5
D018 85 75 D018
D018 6 60 55 D018 6
D018 8 80 70 D018 7
D019 D019
D019 1 140 120 D019 1
D019 2 200 170 D019 2
D019 3 270 230 D019
D020 D020
D020 1 160 140 D020
D020 2 150 130 D020 2
D021 D021
D021 1 100 90 D021 1
D021 2 280 250 D021 2
D022 D022
D022 1 230 200 D022 1
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D022 2 270 230 D022 2
D023 D023
D023 1 150 130 D023 1
D023 2 260 230 D023 2
D023 2 260 230 D023 2
D023 3 280 240 D023 3
D023 3 280 240 D023 3
D023 4 480 410 D023 4
D023 4 480 410 D023 4
D023 4 480 410 D023 4
D023 5 500 430 D023 5
D023 6 550 470 D023 6
- - 480 D023 7
- - 480 D023 7
D023 7 570 490 D023 8
D023 8 600 510 D023 9
D023 9 620 530 D023 10
D023 9 100 90 D023 10
- - 550 D023 11
D025 1 165 150 D025 1
D025 2 130 120 D025 2

23 24




D026 D026
D026 1 32 34 D026 1
D026 2 130 135 D026 2
D026 3 ( 150 155 D026 3
D026 4 ( 130 134 D026 4
D026 5 140 144 D026 5
D026 6 145 150 D026 6
D026 ( 30 40 D026
D026 ( 250 300 D026
D101-2 D101-2
D101-2 1 950 810 D101-2 1
D101-2 2 950 810 D101-2 2
D101-2 3 950 810 D101-2

- - 2,000 D103-2

- - 5,000 236-3
D237

D237 1 600 720 D237
D237 2 2,200 3,300 D237 2
244 244
244 3 80 244 3

- - 110 244

- - 40 244

24 24




