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2010 (1 12 )
4,
*2010  *2010  *2010  *2010  *2010 (2010 )
1 3 4 6 7 9 10 12
300644 308069 301852 275001 1,069,216
S. aureus 52198 50250 50,169 43,684 175145 425 1625 4793
(16.86%)  (16.31%)  (16.62%)  (15.89%)  (16.38%) | |
S. epidermidis 13,743 14,641 14,618 12,128 47523 000 3.03 3650
(4.44%) (4TS (484%)  (441%) (444w I |
S. pneumoniae 10,017 10,331 5,875 7,969 31,426 000 208 o4 61
(324%  (335%)  (L95%)  (290%)  (2.94%) | |
E. faecalis 17196 17,339 17568 15180 59458 (.00 4.76 0481
(555%)  (563%)  (582%)  (552%)  (5.56%) | |
E. faecium 5,496 5,652 5,065 4,213 18,674 non 137 72 78
(L77%  (183%)  (1L68%)  (153%)  (L75%) |HH |
E. coli 34369 34488 33917 29,382 118958 212 1080 4003
(11.10%)  (11.19%)  (11.24%)  (10.68%)  (11.13%) | |
K. pneumoniae 14,407 14,853 20,252 16,713 60,040 noo 552 2214
(4.65%)  (482%)  (6.71%)  (6.08%)  (5.62%) | |
Enterobacter 9,583 10,640 14,470 10,732 40,363 00 3533 16.37
(3.09%)  (345%)  (479%)  (390%)  (3.78%) | |
S. marcescens 4,106 4,183 4,684 4,049 15116 Qo0 119 1926
(133%)  (136%)  (L55%)  (L47%)  (L4lw) |HH |
P. aeruginosa 21,429 21,200 25,769 22,076 80,160 noo 717 B6.01
(6.92%)  (6.88%)  (854%)  (8.03%)  (7.50%) | rH |
Acinetobacter 3,824 4,091 6,209 4,231 16,107 oo 1.24 13582
(123%)  (133%)  (2.06%)  (154%)  (L51%) |w=— |
* = / x 100
http://www.nih-janis.jp/datause/index.html
5
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5.
*2010  *2010  *2010  *2010  *2010 (2010 )
1 3 4 6 79 10 12
309644 308069 301,852 275001 1,069,216
MRSA 30,515 30,193 29,246 24,762 100,845 11017 4R RGO
(9.85%)  (9.80%)  (9.69%)  (9.00%)  (9.43%) | HI=— |
VRSA 0 0 0 0 0 oo
(0.00%)  (0.00%  (0.00%  (0.00%)  (0.00% |
VRE 161 145 158 56 520 .00 0.00 8.07
(005%)  (0.05%)  (0.05%)  (0.02%)  (0.05%) !
MDRP 559 507 629 509 1,872 000 00§ 074
0.18%)  (0.16%)  (021%)  (0.19%)  (0.18%) M
PRSP 4,651 4,888 2,806 3835 14769 000 083 1589
(150%)  (L59%)  (0.93%)  (139%)  (1.38%) |
3,758 3,639 4287 3,517 13,425 oo 107 1462
(121%)  (L18%)  (L42%)  (L.28%)  (L26%) MO |
39 38 40 26 131 0.00 0.00 0.78
001%  (0.01%  (0.01%)  (0.01%)  (0.01%) M
2,385 2,532 2,627 2,528 9,196 (00 0Es 1265
077%  (0.82%)  (0.87%)  (0.92%)  (0.86%) MHF |
527 533 634 520 2,050 Qoo ooy F.74
017%  (017%  (021%)  (0.19%)  (0.19%) M
MDRA 10 11 22 11 55 000 0.00 0.68
(000%  (0.00%  (0.01%)  (0.00%  (0.01%) |

6,371 6,337 6,421 5796 22,996 000 216 56,09
(2.06%)  (2.06%)  (2.13%)  (211%)  (2.15%) MO |

* = / x 100
http://www.nih-janis.jp/datause/index.html
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6. *
Staphylococcus aureus (MRSA)**

GM (n=88957)
EM (n=84311)

CLDM (n=82032)

VCM (n=90790) 100

TEIC (n=84929) 100

LZD (n=52632) 100

ST (n=70118)
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* CLSI 2007 (M100-S17) S, IR
wox 1303 1301 1208
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6. *

Staphylococcus epidermidis**
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VCM (n=39534)

TEIC (n=36243)
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6. *

Coagulase-negative staphylococci (CNS)**

PCG (n=27366)
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TEIC (n=31535)
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** 1311, 1313 1325 1312 Staphylococcus epidermids
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6. *

Enterococcus faecalis**

PCG (n=38095) 97 3
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VCM (n=44829)

TEIC (n=40992)

LVEX (n=42459)
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* CLSI 2007 (M100-S17) S, IR
*ok 1201, 1202
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6. *

Enterococcus faecium**

PCG (n=12725)
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EM (n=12685)

MINO (n=15839)

VCM (n=16208) 97 |

TEIC (n=14833) 100

LZD (n=8206)
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* CLSI 2007 (M100-S17) S, IR
*ok 1205, 1206
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6. *

Streptococcus pneumoniae**

MEPM (n=21046)
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CLDM (n=17236)

VCM (n=21147)

LVEX (n=22192)
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*ok 1131
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6. *

Streptococcus pyogenes**

mE ® m m ®
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EM (n=1093)
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6. *

Streptococcus agalactiae**

mE ® m m ®
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CTX (n=7251)

EM (n=10204)

CLDM (n=9500)
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* CLSI 2007 (M100-S17) S, IR
*ok 1114
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6. *

Escherichia coli**

ABPC (n=83690)
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*ok 2001 2007
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6. *

Klebsiella pneumoniae**
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*ok 2351
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6. *

Serratia marcescens**

ABPC (n=13834)

PIPC (n=14575)

CEZ (n=14068)

CTX (n=11691)
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AZT (n=11670)

IPM/CS (n=14067)
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LVEX (n=14309)
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* CLSI 2007 (M100-S17) S, IR
*ok 2101

18

12011 4 7
12011 9 2



2000 (1 12 )

6. *

Pseudomonas aeruginosa**

LN m m ®

PIPC (n=84438)

CAZ (n=86128)

AZT (n=70640)
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6. *

Acinetobacter baumannii**

PIPC (n=8187)

SBT/ABPC (n=1721)
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*ok 4402
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6. *

Haemophilus influenzae**

'. r(S)r r(l)r .'
ABPC (n=20045) 19
SBT/ABPC (n=14078) | : 67 : 33
CVAZAMPC (n=11000) | 74 26
CTX (n=16470) | . . . 100
MEPM (n=17453) | I I I . 1é0 . . . .
-
e

LVFX (n=18438)

0% 10% 20% 30% 40% 50% 60% 70% 80% 90%  100%

* CLSI 2007 (M100-S17) S, IR
wox 3201, 3202, 3203, 3205, 3208, 3211, 3214, 3217, 3220, 3223
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6. *

Penicillin resistant Streptococcus pneumoniae (PRSP) *x

LN m m ®

PCG (n=20139)

CTX (n=17445)
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EM (n=17179)

CLDM (n=11480)

VCM (n=17831)

LVEX (n=17621)
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* CLSI 2007 (M100-S17) S, IR
ok 1131 1201 | lTorR R
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3. MitkEEELI-FEEH
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[CEVWTTRO&S ICERZEBERICF—HBLHHI5EE. BULIBHE LTEHIIET,
@ MCEIZ4EULDENDH S,
2L MIC > 2(EMIC = 4&EZ . HIERIIMIC = 4 &£ LTRVLET,
Fr=o MIC < T6IEMIC = 16 £E X, HIERIIMIC = 16 £ LT|RULETS,
@ SIR¥IETIES & RDIEAHADYE,
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