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1) lloeje et al., Gastroenterology 2006, 130; 678.
2) Chen et al. JAMA 2006, 295; 65.
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Duration Emergence rate of
Drugs of therapy drug-resistant mutant virus
2T 1yr 24%
2 yr 42%
3yr 53%
4 yr 70%
FTI+EI
(nucleoside-naive) 1yr 0%
3yr 6%
Syr 29%
7T 74EJL (lamivudine-resistant)
switch from LAM to ADV 1yr 18%
ADV plus LAM 3yr rare
T T7/E)L (nucleoside-naive) 3yr < 1%

I T7E)L (lamivudine-resistant) 3yr 15%
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