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1. Methicillin-resistant Staphylococcus aureus (MRSA)
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Influenza virus
1) EENEEEEETEROAL 7V PRHER (B, FEEVDEH) ORER
2) B MIT Influenza A/ B virus D2l

[ TCAV TN DTN L — %86

—IRAIREE
3) HREFOM=ET AL —Tar bLL, ak—h- T A/ —Tar
4) BFEBEIRHIEE B =L~ E
5) AT WEEORE GE: “RIEGHEREO70)
6) YL ABL RO ARG
7)  WELZISTT polymerase chain reaction (PCR) A& (D St

10. Bacillus spp.

1) FEMEFIOERNH DT R RiF A (RR IR R 72 D)
2) HEHOBEOMIEH SO Bacillus cereus 72E ™ Bacillus spp. O H]
: 22 Bacillus spp. DTN L — 2% 5D
— IR
3) YRR ORI E (7 v — ViR, T — 7V S/ Wi O B R AY)
4) AR, ZAVEOMERGORE RIS L OV O R E BRI SR i
5) BT —T IV, BRI A EORAEEERRILO MR L AUE IO T DR
6) EEFIERIIKIEL T PFGE | ZX D fERLE (FTREZRIRY)

11. U EOWT O CH GBI, Gy E i E KL Qb 854

1) SNSRI T O N7 L — 2% s TG 9%



