Materials and Methods

Clinical specimens—Respiratory secretions. Brisbane cohort A
total of 1,245 specimens (predominamtly NPAs) were collected
between January 1, 2003, and December 22, 2008, from patients
presenting to the Royal Children's Hospital in Brisbane, Queensland,
Australia, with symptoms consistent with acute lower respiratory
tract infection. : . . .

St. Louis cohort #1. A towal of 480 BAL specimens were tested.

These included samples from a retrospective and & prospective’

collection. The retrospective specimens were from a sequential
collection of BAL specimens submitted toutinely to the Virology
Laboratory at St. Louis Children’s Hospital between December 2002
and August 2003 (33). For the present study, an effort was made 10
select specimens from "this collection from patients with acute
respiratory iliness, and 1o exclude specimens collected as routine

post-Jung transplant surveillance, The prospective specimens were

from an ongeing study of the ctiology of severe acute respiratory
illness and were callected between October 2005 and October 2006.
Bath collections included specimens from patients of all ages,
although the large majority were from adults. .

St. Louis cohort #2. This collection was made up of respiratory
specimens, mostly nasopharyngeal swabs,. submited for routine
virologic testing to the Virology Laboratory at St Louis Children's
Hospital between September 2005 and June 2006. The majority of
these specimens were from children. Of the 410 specimens in this
collection, 200 were selected because they had been found.to be
positive by fluorescent antibody staining or culture for influenzavirus
A ot B, respiratory syncytial virus, parainfluenza vivus, thinovirus, or
adenovirus. ’ .

Clinical specimens—Urine. Brisbane cohort. Urine specimens
{226) that were submiuted during 2003 to the diagnostic laboratory
for routine investigation were collected. These represented a diverse
wmixture of donoers, including those from (i) sexual health clinic (n=
50), (ii} pediatric clinic {» = 52), {iii) antenatal clinic (n = 33), (iv}
indigenous health clinic (n.= 36), and (v) bone marrow transplant
patients {n = 55).

The 5t. Louis urine specimens were from a study of polyomaviruses
in adult renal transplant recipients (24]. A total of 200 individuals
were earolled in the study beiween December 2000 and October
2002. From each patient, up to three specimens were tested,
including a specimen obtained before the transplant and specimens
obuained at 1 and 4 mo after transplantation.

Diagnostic testing of clinical specimens for known respiratory
viruses. Brisbane cohort. Nucleic acids were extracted from 0.2 ml of
each specimen using the High Pure Viral Nucleic Acid kit (Roche
Diagnastics Australia, http:thyww.rochediagnostics.com.aun) according
to the manufacturer's instructions. PCR assays for 17 known
respiratory viruses were performed as described (20].

St. LLouis cohort. All respiratory specimens were tested originally
by fluorescent antibody staining using a panel of menclonal
antibodies directed against influenza A and B, respiratory syncytiai,
parainfluenza 1-3, and adenoviruses (Simulfluor Respiratory Screen;
Chemicon, hupfwww.chemicon.com). Specimens that were negative
were also cultured using celi culture systems that could detect the
same group of viruses plus rhinoviruses, cytomegalovirus, and herpes
simplex virus. Total nucleic acid extracts were purified using 2
Qiagen M48 instrument (hitpihwww.giagen.com). Nucleic acid ex-
tracts were tested for a panel of respiratory viruses using the EraGen
MultiCode-PLx respiratory virus panel (EraGen Biosciences, hup:ff
www.eragen.com), a multiplex PCR ‘assay that detects the following
viruses: influenza A and B, respiratory syncytial virus A and B,
parainfluenza 1-4, human mearpneumovirus, adenovirus subgroups
B, C, and E, rhinoviruses, and coronavivuses QC43, 220E, and NLGS.

Library construction and shetgun sequencing. Samples were
prepared in the following manaer for high throughput sequencing
apalysis. A total of 200 ul of neat NPA sample was thawed and directly
treated with DNase I (Fermentas, hupiffwww.ifermentas.com) for 60
min at 37 *C. Total nucleic acid was extracied using the Masterpure
Complete DNA and RNA Purification Kit (Epicentre Biowechnologies,
. htip:ffvww.epibio.com). Then, 100 ng of total nucleic acid was
randomly amplified using the RAAB ‘protocol exactly as described
[9]- RNA in the total nucleic acid preparation was converted to cDNA
by reverse wranscripiion with primer-A (3 GTTTCCCAGTCACGA-
TANNNNNNNNN). Two rounds of random priming with primer-A
and extension with Sequenase (United States Biochemical, huplf
www.usbweb.com) enabled second strand cDNA- synthesis as well as
random priming of DNA originally present in the total nucleic acid
sample. Amplicons were then generated via 40 cyctes of PCR using
primer-B (3" GTITCCCAGTCACGATA) with a cycling profile of: 94
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°C 30 s; 40 °C 30 s; 50 °C 30 s; 72 °C 60 5. The primer-B-amplified
material was TOPO cloned into pCR4.0 {lnvitrogen, hitp:fiwww.
invitrogen.com) and transformed into bacteria, and white colonies
were picked into 384-well plates. DNA was purified by magnetic bead
isolation and sequenced using standard Big Dye terminator (v3.1)
sequencing chemistry. Reaction products were ethanol precipitated,
resuspended in 25 ul of water, and loaded onto the ABI 3730xi.
sequencer. : - :
Analysis of shotgun sequences. Sequerices were assessed for quality
using Phred [34], and reads that contained less than 50 contiguous
bases with 2 score of phred 20 or greawer were. vejected. The

- remaining reads were analyzed in the following steps: 1) reads were

aligned to the human genome using BLASTn with an e cutoff; 2)
remaining reads were aligned to a bacterial database using BLASTn
with an ¢ 1° cutoff: and 3} remaining reads were aligned to the viral

_ RefSeq protein database using BLASTx with an ¢™ cutoff {35).

Complete genome amplification and sequencing. The WU genome
derived from the index case was sequenced to 3X coverage using six
unique pairs of - PCR primers for the amplification. Amplicons were
cloned into pCR4.0 and sequenced using standard sequencing
technology. All primers used for amplification and sequencing are
lisied in Table S§1 and their positions depicted in Figure S5.
Additional complete genomes were sequenced to at least 2X coverage
using the same primers listed in Table Sl. Completed genome
sequences have been deposited into GenBank (see Supporting
Information for accession numbers).

Phylogenetic amalysis. Protein sequences associated with the
following reference virus genomes were obtained from GenBank:
BK virus, JC virus, bovine polyomavirus, 5V40, baboon polyomavirus
{(simian agent 12), finch polyomavirus, crow polyomavirus, goose
hemorrhagic polyomavirus, African green monkey polyomavirus,

. budgerigar fedgling polyomavirus, murine pneumotropic virus,

hamster polyomavinus, and murine polyomavirus (see Supporting
Information for accession numbers). For WU virus, predicted open |
reading frames were used. For §TAg, the predicted open reading
frame of 194 amino acids was used for analysis. Multiple sequence
alignment was performed using ClustalX (1.83). Neighbor-joining
trees were generated using 1,000 bootstrdp replicates.

Nucleic acid prevalence studies. For all PCR assays, standard
precautions to avoid end product contamination were taken,
including the use of PCR hoods and maintaining separate areas for
PCR set up and analysis. For initial screening of WU virus, PCR
primers AG0044 5' tgttacasatagctgeaggicaa and AGO045 §° gorgea-
taatggggagtace were used with Accuprime hot start Taq (Iavitrogen)
to amplify 1 ul of template using the following program: 40 cycles of
84 °C 20 s5; 56 °C 30 5; 72 °C 60 5. For every 88 samples tested, seven no-
template negative controls were interspersed between the actual
samples. Products were visualized following electrophoresis on 1%
agarose gels. The resulting 260-bp amplicon was sequenced directy in
bath directions using primer AG0044 and AG0045. These sequences
liave been deposited in GenBank (see Supporting Information for
accession numbers). Secondary confirmation was performed using
primers AG0048 5° TGTTTTTCAAGTATGTTGCATCC and AG0049
5 CACCCAAAAGACACTTAAAAGAAA that generate a 244-bp
amplicon in the 3' end of the LTAg coding region. The same cycling
profile of 40 cycles of 94 °C 30 s5; 50 °C 80 5; 72 °C 60 5 was used. For
detection of both BK and JGC viruses, primers AG0068 5 AGTCIT-
TAGGGTCTTCTACC and AG0068 5° GGTGCCAACCTATGGAA-
CAG were used with a profile of 40 cycles of 94 °C 30 5; 56 °C 30 5, 72
*C 60 s. . ’

Supporting Information

Figure S1. Raw Sequence Data from High Throughput Screening

A) The inizia) six shorgun reads with homology to polyomaviruses. B)
The three contigs derived from the six reads.

Found at doi:10.137 Hjournal ppat.0030064.5001 (38 KB PDF).

Figure S2. Comparison of $V40 and WU Virus Replication Origin
Region - ’

The consensus TAg binding motif is GAGGC. The known primate
polyomaviruses 5V40, JC. BX, and baboon polyomavirus all have four
copies of the copies of the binding site oriented as shown above for
$V40 (NC_001669). The first nucleatide of the third copy of the
consensus TAg binding site is defined as nucleotide 1 for WU and
SV40. Differences between SV40 and WU Virus aie 1) one of the TAg
binding sites in WU virus appears to be a non-canonical TAGGC; 2)
the second and third consensus TAg binding sites in WU virus
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overlap; and 3) the nucletoide spacing between the TAg binding sires
in WU virus varies from che prototype 5V40 as shown. Shown in blue
is the polyAIT wact that is commeonly found to the late side of the
origin in polydmaviruses .
Found at dok10.1371journal.ppat.0030064.5g002 (462 KB PDF).

Figure S3. Predicted Splice Sites for LTAg and STAg -

A consensus L.TAg donor site was detected, Splicing to the consensus
downstream acceptor would generate a LTAg of 648 amino acids. For
STAg, an unspliced open reading frame of 194 amino acids was
identified. A predicied slice donor site was also detected that would

. vesult in excision of a 70-nucleotide intron and production of a 217-

amino acid open reading frame. -
Found at doi:10.1371fjournal.ppat.0030064.5g005 (542 KB PDF).

Figure S4. WU Virus Lacks a Carboxyl Terminus Extension of the the
LTAg ' : R

Multiple sequence alignment of WU vims LTAg with 13 other
reference sequences reveal the presence of carboxyl terminus
extensions in baboon polyoma, BE, ]JC, and 5V40.. WU virus doss
not appear (¢ encode such a region. :

Found at doiz10.1371 fournal.ppat 003006455004 (5.4 MB PDF).
Figure S5. Map of Primers and Sequence Reads

Locations of original shotgun reads are depicted as indicated.

Locations of all sequencing primers are mapped to the complete
genome. Frimers used for amplification are shown in red.

Found at doi:10.1 S’Ilﬁournal.ppaL0030064.sg005 {551 KB PDF).”

Table 51. Primers Used for Amplification and Sequencing of WU
Virus
Found at doi:10.1371fjournal.ppat.0030064.5t001 (35 KB PDF).

Accession Numbers

The GenBank (httpfwww.ncbi.nlm.nih.goviGenbank) protein sequen-
ces used in this paper are as follows: .

LTAg: African green monkey (NP_848008); baboon polyomavirus
1 (YP_406555); BK (YP_717940); bovine (NP_040788), budgerigar
(NP_848014), crow (YP__529828); finch (YP__529834); goose
(NP__849170); hamster (NP__056730); JC (NP__043512); KI Stock-
holm 60 (ABN09921Y%; murine (NP__041264); murine pneumotropic
(NP__041232); V40 (NP__048127). .
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 STAg Afvican green monkey {NP__.848009); baboon palyomavirus
1 (YP__406556); BK (YP__717941); bovine (NP__040789); budgevigar
(NP__848015); crow (YP_320828): finch (¥ P_520835); goose
(NP_849171); hamster (NP__056732); JC (RP_043513); KI Stock-
holm 60 (ARNOOI20%, murine (NP_041266), murine pneumotropic
(NP_(41258); SV40 (NP__043]128). i

VPI: African green monkey (NP__848007}); baboon polyomavirus 1
(YP.._406554); BK (YP_717939); bovine (NP__040787) budgerigar
(NP_848013); crow (YP__520827); finch (YP_529833}), goose
(NP_849169); hamster (NP_056738); JC (NP_043511); KI Stock-
holm 60 (ABN09217); murine (NP__041267); murine poeumotropic
(NP _041234); SV40 (NP_-043126). : oo

VP2: African green monkey (NP__848005); baboon polyomavirus 1
(YP__406552); BEK (YP_717937); bovine (NP_040783); budgerigar
(NP__848011); .crow (YP..529825); finch (YP__529831); goose
{NP_849167); hamster (NP__056734) JC (NP._043509); KI Stock-
holm 60 (ABN09913); murine (NP__041268); murine pneumotropic
{NP._041235); SV40 (NP__045124).

WU -complete genome sequences have been deposited under
accession numbers EF444549-FF444554. VP2 partial sequences have
been deposited under accession numbers EF444555-EF444593.

Acknowledgments

We would like to thank Monique Gaudreault-Keener for technical

support and Rakesh Nagarajan and Sunita Koul for assistance with
sequence -analysis. ’

Author contributions. MDN, TPS, and DW conceived and designed
the experiments. AMG, DMW, 1MM, and GW performed the experi-
ments. AMG, MDN, 5BL, GAS, TPS, and DW analyzed the data, MDN,
DCB, GAS, and TPS contributed reagentsimaterialsfanalysis togls, DW
wrote the paper. ' ]

Funding. This work was supported in part by National Institutes of
Health (NIH) grant U54 AI057160 to the Midwest Regional center of

Excellence for Biodefense and Emerging Infectious Diseases Re- .

search, the Pilot Sequencing Program sponsored by the Center for
Genome Sciences at Washington University (DW), and NIH grant K24
DKO02886 (DCB). The Brisbane studies were supported by the Royal
Children’s Hospital Foundation Grant I 922-034, sponsored by the
“Woolwarths Fresh Futures” Appeal.

Competing interests. AMG, MDN, GW, TPS, and DW are listedona
patent application to the United States Patent Office entitled “Novel
Human Polyomavirus.” :

14, Markowitz RB, Thompson HC, Muelter JF, Cohen JA, Dynan WS (1993)
incidence of BR virus and JC virus viruria in human immunedeficiency
virus-infected and -uninfected subjects. ] Infect Dis 167; 13--20.
Behzad-Behhahani A, Klapper PE, Vallely P, Cleator GM, Khoo SH (2004}
Detecrion of BK virus and JC virus DNA in urine samples {rom
immunocompromised (HIV-infected) and immunocompetent (HiV-nen-
infected) patients using .polymerase chain reaction and microplate
hybridisation. ] Clin Virol 29: 224-229.

Shah KV (20043 Simian vires 40 and human discase. ] Infect Dis 190: 2061~
2064.

Bike! 1, Montano X, Agha ME, Brown M, McCormack M, et al. (1987) 5V40
small t antigen enhances the transformation activity of Jimiting concen-
trations of SV40 large T antigen. Cell 48: 321-330, |

. Hahn WC, Counter CM, Lundberg AS, Beijersbergen RL, Brooks MW, et al
(1995) Creation of human wmour cells with defined genetic elements.
Nature 400: 464-468.

Poulin DL, DeCaprio JA (2006) is there 2 rofe for SV40 in human cancer? J
Clin Oncol 24: 4356-4365.

Arden KE, McErlean P, Nissen MD, Sloots TP, Mackay IM (2006} Frequent
detection of human rhinoviruses, paramyxoviruses, corenaviruses, and
bocavirus during acule respiratery tract infections. J Med Virol 78: 1232-
1240, .
Cantalupo P, Doering 4, Sullivan C§, Pal A, Peden KW, et al. (2005}
Complete nucleotide sequence of polyomavirus SAIZ.  Virol 79 15094-
13104, '
Pipas JM (1992) Common and unique features of T antigens encoded by the
polyomavirus group. ] Viral 66: 3979-3085.

Agostint HT, Ryschkewitsch CF, Brubaker GR, Shao J, Stener Gi {1997) Five
complete geriomes of JC virus type 3 from Africans and Alvican Americans.
Arch Virol 142 637-655. :

. Brennan DC, Agha 1, Bohl DL, Schnitzler MA, Hardinger KL, et ak
{2003} Incidence of BK with tacrolimus versus cyclosporine and impact
of preemptive immunosuppression reduction, Am ] Transplant 5: 582-
594,

Gardner SD, Field AM, Coleman DV, Hulme B (1871) MNew human

15.

16,

17.

19,

20.

21.

22,

23.

15,

May 2007 | Volurhe 3 | Issue 5 €64

3



papovavlrus (B K.) isolated from urine after renal lnnsptamanon Lancet
b 12531257,

26. Padgent BL, Walker DL, ZuRhcin GM, Eckroade R}, Dessel BH (19:[)
Cultivation of papova-like virus [rom human brain with, progrcssuc
multifocat leucocncephalopathy. Lancet 1: 1257-1260.

27. Greenlec JE {1981) Effect of host age on experimental K virus mfccnon in
mice, Infeet Immun 33: 297-308.

93, Sloois TP, McEslean P, Speicher DY, Arden KE, Nissen MD, et ai {2006)
Evidence of human coronavirus HKU1 and human bocavirus in Australian
children. J Clin Virol 35: 99-102.

29. Choi EH, Lee HJ, Kim S, Fun DW, Kim NH, a1 a1 (2006)The association of
newly identified respiratory viruses with lower respiratory tract infections
in Korean'children, 2000-2005, Clin Infect Dis 43: 585-392.

30. Jafar S, Rodriguez-Barradas M, Graham DY, Bute) J3 (1998) Serological

" evidence of. V40 infections in HlV-m!'ectcd and HW—ncgal:l\rc adults._]
Med Virol 54: 276-284.

::@.: PLoS Pathogens | www.plospathogens.org

‘32, Lundstig A, Eliasson L. Lehtinen M, Sasnauskas K,

0604

New Polyomavirus from Respiratory Tract

31, Minor P, Pipkin F, Jarzebek-Z, Knowles W (2003) Studies of nevtralising
antibodies to SV40 in human sera, ] Med Virol 70: 490-495,

oskela P, et al. (2005)
Prevalence and stability of human serum antibodics to simian virus 40 VP1
sirus-like particles. ] Gen Virel B6: 1703-1708.

38. Sumine KC, Agapov E, Pierce RA, Trulock EP, Pfeifer JD, ct al. (2605)
Detection of severc human metapneumovirus infection by real-time

polymerase chain reaction and histepathological assessment. J infect Dis -

192: 1052-1060,

34, E\vmg B, H:Ilu:r L, Wendl MC, Green P (1998} Basc-calling ol' auomated
sequencer (races using phred. I. Accuracy assessment. Genoine Res 8: 175-
185.

35. Ahschud SF, Madden ‘TL, Schaffer AA, Zhang J, Zhang Z, €1 al. (1987%)
Gapped BLAST and PSI-BLAST: A new generation of protein database
search programs. Nucleic Acids Res 25: 3589a3402.

May 2007 | Volume 3 | issue 5 | e64

1TR4




S81

W2 O of 3

rpeots, BE B IRFENRFNAH 4R LR ol

4A30R ., REFIT AV ATRAELUEALLA LAl LY FoTNAZLEEARL, {{ﬁ.ﬂiﬂﬁ'\-d)??)?’@g&#‘k

%?ﬂ]ﬁ?ﬂ“ﬁ‘é\.&#'féftc‘:’ﬁbto T, 20064E 12 B ICBHIDEFBBESNTUG, A—=F, AVE AAF B PaFA, T
H o IH OB ARETE RN T i o i b h U, I T, 481 ~27H wﬂﬁh%ﬁﬁéﬂ#ﬂx&iﬁﬁfesmﬁﬁﬁg&mi
0.7%~1.8% 7 ~7el LESEAL ., BBt 7 L OBIERAERT VB LR R U,

—HTREEE . B ORE T 27 =— 1| Bl TS /= Anopheles albimanus#i s, A ﬁﬁ?ﬁ@?”“t‘b RS T

BT AR AN R R LG e LSRR SN T | BB R TS f._&bkf‘éb‘ﬂ@%&ﬁﬂ%ﬁﬁb‘cwéﬁﬁﬁ%é

Lt D OREIRERB TR 4 (CDC) 0BEiThh i,
(R ILT 5| &frk . DAY — AT A O HH Fﬁﬁ‘:@ﬁ*kﬁ%}m —\77)7ﬁ TR B S-S DT ITRERR
BRI EICH LTV, ﬂﬁﬂﬁi@,ﬁf\@vw7@%#%%%%#671&5@#*@:73@1&3%@v:.s I &:ﬁ.% Lz,

Bl 521 _ - M N No.4
' ' ' EEMS IR#ME HEREE k N
A - 355 |WER %-—ﬂ&l%ﬁ‘ ﬁlﬁ%ﬁ%mﬂﬁ 1&?&@&@
, 1 - . 2007. 5. 2 £ T d
— R 2 (BRI E AR | . o | axE
: ' e o g i | TOMED 20070501-1414, 2007
- B ERER BRI ER [ B 7R (Ezﬁﬁ'ﬁ-l“—?—?:t) Bf?:’.iﬁ =g/ A.ﬁﬁ}ﬂ May 1. {§3BJ% : Jamaica Observer,
R4 (RRKE) ﬁammﬁmmﬁram(mw¢ (2007 Mey 1. S e
ST T A T AT B RO RE — eaepepryre——
T A IR T AL, 2007EE4 H F1H LD 14 A ﬁﬂL%?ﬁff)v?)j’ﬁ%l1f§\J7B>$§“=éi’b7i.o 2%7334)% 158 ~21 B. 3 |- &iﬁ)%iﬁ%iﬁﬁﬂ
A4A8H ;}4 1; N ggj/?fr% %?%%; A L}%l;&énm Jﬁi&'&fyﬁﬁmoﬁj@ﬁ#;& ;H 22H~27H L#&%ém-zﬁm:’c E e R ﬁkf 53] :
AARDINTH TR RIVT T T Nb BT ATV BT N %h%’h@ﬂﬂiﬁ’cmmﬁﬁ%a , - R »
7 | g i BR B AR LR T B )

mf&&-/ﬁ‘élﬁfrzvz
HRE . B B ok
[VCIDBDEREDYAY

RELEDOBR ' '  '%ﬁ®ﬁm‘

/—‘r‘?/r’iw)*é‘%”ﬁ*r/ﬁZF/‘C??JT?%%EL‘C:&D 48 O | BAFHFETE. BEYEANEEEL TRIZR dﬁm&ﬁmﬁw
12 A BcEHHERA L AR ST L O#E TH B, : FEYHRZL., BREZ24BMERLTELL NS, T, < V7

FTHA~DFATE EIBERRE Ol 22— ERRMENL T3

N A~3EDEHEITI LB, REZ=FI T2 B EDRERBH-

A BREABEESNAETORICHVWTOLELE R 5HE
%), SbBIRE, ~F) T BB FBH 25 R OEBROUL

EN i’ﬂ"‘ 0D, ' : :




186



»
| INTERNATIONAL SOCIEYY
FOR Imc'rrocs DisSEASES §

Navigation

Home

Search Archives

Announcements

Recalls/Alerts

Calendar of Events
‘ Mépé of Qutbreaks

Submit Info

Subscribe/Unsubscribe

FAQs

About ProMED-mail

§ Who

}\ ds

Citing ProMED-mail

Links

Donations

about ISIZ | membership | programs | pubiiéatien‘s { resources | 12th ICID ¢

Archive Number 20070501.1414
Published Date 01-MAY-2007
Subject PRO/EDR> Malaria - Jamaica {Kingston) (07)

MATARIA - JAMAICA (KINGSTON) {07)
hkkk ke d ke kR k ok kk ok ok k .

A ProMED-mail post -

C <htip://www.promedmail. org>

ProMED-mail is a program of the -
International Society for Infectious Diseases
<http://www.isid.org>

Date: Tue 1 May 2007
Source: Jamaica Observer [edited]

' JRC2007T-03'

site magp

<http://www.jamaicaobserver.com/news/html /20070426T280000~ 0‘00 122251 O

BS___NEW CASES OF MALARIA_REPORTED.asp>

New cases .of malaria reported

" A total of 11 new cases of Malaria has been

reported since the beginning of April [2007], ‘the
Ministry of Health said on 30 Apr 2007.

According to a release from the ministry, 2 cases
were reported hetween 15-21 Apr {2007], 3 the
previous week [15-21 Apr 2007] while a total of 6
cases was reported between 1-7 Apx [2007]. The
ages of the affected persons range from 10 te 59.

Concerning the 2 new cases reported last week
[22-27 Apr 2007], the ministry said they were
found in Denham Town and Greenwich Town -- 2 of
the areas in which the disease was 1lst detected
-~ and were caused by the _Plasmodium falciparum
parasite which is transmitted by the female
_Anopheles_ mosquitoe. The dates of onset were
said to be 4 and 9 Apr [2007] respectively.

Yesterday [30 Apr 20071, the ministry said it had
been able to limit the spread of malaria to other
parishes, noting that the 4 cases detected in St.
Elizabeth since January [2007] remained
contained. The health ministry also peinted out
that since the 1lst case of malaria was reported
last December {20063, there have been 7 imported

cases originating from Sudan, India, Haiti, Honduras and Uganda.

Additionally, it said the number of positive
samples continues to decline, explaining that the

. pesitivity rate of blood samples submitted to

laboratories over the past weeks range between
0.7 and 1.8 percent from a total of 884 sample
tests conducted between 1-21 Apr [2007].

Meanwhile, the ministry reiterated that it was in
the process of seeking alternative insecticides
to prevent further outbreaks after recent tests
confirmed some resistance of the _Anopheles
albimanus_ mosquito taken from the Duhaney River
to malathion insecticide, which it was hoping to
use to eliminate the parasites. The tests were

http:/ /www.promedmail.org/pls/promed/f?p=2400:1001 :131]1 8188367355991829:NO=:F2400_P1001...
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conducted by consultants from the Unlted

States-based Centers for Disease Control and Prevention (CDC}
::'The Ministry of Health continues its thrust in .
the areas of intense active surveillance, vector ) -
control, public education and inter-sectoral
collaboration in a concerted effort to end this
outbreak, while precauntionary measures are being 9
taken to prevent the spread of malaria to other :
parishes,” the ministry, however, assured.

Communicated by:
ProMED
<nromad@promedmail.o;g>

[We assume that some patients have had more than

one sample, and the 884 positive samples

therefore represents a lower number of patients.

We reported on 9 Apr 2007 that 340 people had

been infected; and it would he interesting to

know the number of cases and not only the number

of malaria-positive blood films to know whether,

the outbreak is under comtrol. [0 Mod. EP] T

[see also: :
Malaria - Jamaica (Kingston} (06) 20070405.1150

Malaria - Jamaica (Kingston) (05) 20070218.0515 - i
Malaria - Jamaica (Kingston) (04} 20070208.0500 Vicn

Malaria - Jamaica (Kingston} (03) 20070127.0358

Malaria - Jamaica {Kingston) (02} 200701312.0149

Malaria - Jamaica (XKingston): RFI 20070111.0132

20086

Malaria - Jamaica (Kingston) (03) 20061228.3640

Malaria - Jamaica (Kingston) (02): P. falciparum 20061207.3451
Malaria - Jamaica. (Kingston): RFI 20061205.342%

Malaria - Bahamas {Exuma Islands) 20060620.1705

2005 '

Malaria - Haiti, Canada ex Haiti (02): Cotes des Arcadins 200531115.3340
Malaria - Haiti, Canada ex Haiti 20051111.3292

2004

Malaria ex Dominican Republic (02) 20641211.3282
Malaria ex Dominican Republiec 20041202.3217
Malaria, imported - Europe ex Dominican Rep. 20041128.3176

. 2001
Malaria - Italy ex Dominican Republic 20010604.1303 _(;
2000 A

Malaria - Dominican Republic: update (02) 20000310.0326
- - Malaria - Dominican Republic: update: CORRECTION 20000224.0251
1998

Malaria, imported - Europe ex Dominican Rep. {095) 19991223;2201
1996

Malaria - Haiti 33S603502.CB846
Haitian, Cuban refugee health: RFI 19960495.0649}
..................... mpp/ep/eip/dk
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ProMED-mail makes every effort to verify the reports that
are posted, but the accuracy and completeness of the

information, and of any statements or opinions based
thereon, are not guaranteed. The reader assumes all risks in
using information posted or archived by ProMED-mail. ISID

and its associated service prowviders shall not he held
responsible for errors or omissions or held liable for any
damages incurred as a result of use or reliance upon posted

or archived material.
*************f:********************i***********kk*k&*********
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_Become a ProMED-mail | Premium Subscriber at’
<http://www.isid.orq/ProMEDMail Premium.shtml>

**********t*************************t****************t******
Visit ProMED-mail's web site at <hitp://www.promedmail.org>.

Send all items for | posting to: promed@promedmail. oxg.- .
{NOT to an individual moderator). If you-do not give your
full name and affiljation, it may not be posted. Send .
commands to subscribe/unsubscribe, get archives, Help,

etc. to: majordomo@promedmail.ecrd.’ Por assistance from a
. human being send mail to: owner-promed@promedmail.org. .
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ABC Newsletter _ 21- April 13,2007

| JOURNAU_S riC PRODUCT DEwATiONS:_T_r_ans,fu_s;o'n Fataiities_ -

An incorrect category label in the table of transfusion recipient fatalities reported fo the Food and Drug'.
Administration, published in the March 30 issue, has caused some confusion, This category was errone-"- -
ously called “Non-ABQ Hemolytic Reactions (K; JKa, FYa, etc.).” It. should have been titled “Other.
Reactions: (Non-ABC hemolytic reactions, TACO, infectious disease transuuss:on, anaphylaxis, etc) »o
Corrected tables follow. '

Transfusion Recipient Fatalities Reported to . : ' -
the Food and Drug Admmlstratlon, FY2004 - 2006 :

CATEGORIES : . FY04 - FYO0S FY06

Other Reachons. (Non-ABO -

ABO Hemolytic -
Transfusion Reaction

TOTAL .68 82 69
Total Fatalities
CATEGORIES FY04 to FY06 AveragefYear

Other Reactions: (Non-ABO
-1 hemolytic reactions, TACO, infec- 67
tious disease transmission, 30.6%

anaphylaxis, etc.). '

22

ABO Hemolytic
Transfusion Reaction

TOTAL 219 73

Data source: Leslie Holness, MD, Office of Blood Research and Review,
Food and Drug Administration, Personal Communication, 1/24/07
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