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Pathogen and Leucocyte Inactivation for IBS/Theraflex®/Mirasol® Platelets
(FR25F7H108ME ZeRiEARSERHET —4

C. V. Prowse:Component pathogen inactivation:a critical review.Vox Sanguinis 2013; 104: 183-199

—EBIBIN : IS —EBR)

Viruses

Enveloped Viruses IBS THF MIR BARK+F4
HIV-1(cell associated) >6.1 - 4.5 -
HIV-1 (cell free) >6.2 1.4 5.9 z4.6
Clinical isolate HIV-1 >3.4 - - -
Clinical isolate HIV-2 >2.5 - - -
Latent proviral HIV-1 All detectable*! - 4.5 -
Hepatitis B >5.5 - (2.3) -
Hepatitis C >4.5 - (3.2) -
HTLV-I 4.7 - - -~
HTLV-II 5.1 - —~ -~
Cytomegalovirus

(g/ell-assglociated) >5:9 - - -
Cytomegalovirus )

(cell-free) All detectable* (3.5) (2.1) —
BVDV (HCV model) >6.0 - 5.8 1.9
Duck HBV(HBV model) >6.2 - - -
West Nile Virus >6.0 5.4 Uq::;% e
SARS-CoV >5.8 - - -
Chikungunya >6.4 - 2.1 1.7
Influenza A virus H5N1 >5.9 - (>5) -
Dengue >5.0%2 0.4%2
PRV 9 5*2 9 §*2
Non-enveloped Viruses I1BS THF MIR BARFR+F4
Blue tongue virus type 11 6.1-6.4 - - —
Calicivirus 1.7-2.4 - - -
Human adenovirus 5 >5.7 - - -
Parvovirus B19 3.5to >5 (5.46) (>5) 3
hepatitis A 0 - (1.8) 1.8
HEV =3,0"

— : no data available

* 1:inactivated to limit of detection.

*x DI FRRREDT -



Bacteria

Gram-negative IBS THF MIR BAKR+Fit
Escherichia coli >6.4 >4.0 4.4 -
Serratia marcescens >6.7 >4.0 4.0 4.0(*F191E)
Klebsiella pneumonia >5.6 4.8 2.8 -
Pseudomonas aeruginosa 4.5 >4.9 >4.6 -
Salmonella choleraesuis >6.2 - - -
Yersinia enterocolitica >5.9 - 3.3 -
Enterobacter cloacae 5.9 >4.3 >2.0 -
Orientia tsutsugamushi
>5.0 ~ >5.0 -
(scrub typhus)
Gram-positive IBS THF MIR BAF+Fit
Staphylococcus epidermidis >6.6 4.8 4.2 3~5
Staphylococcus aureus 6.6 >4.8 4.0 DA
Streptococcus pyogenes >6.8 - 2.2 -
Listeria monocytogenes >6.3 - - -
Corynebacterium minutissimum >6.3 - - -
Bacillus cereus (incl spores) 3.6 - - —
Bacillus cereus (vegetative) >6.0 4.3 1.9 —
Bifidobacterium adolescentis >6.2 - - -
Proprionobacterium acnes >6.2 4.5 >2.0 —
Lactobacillus species >6.4 - - —
Clostridium perfringens
i >6.5 >4.7 - -
(vegetative)
Spirochaete bacteria IBS THF MIR BAR+Ft
Treponema pallidum
. >6.8 - — -
(syphilis)
Borrelia burgdorferi
>6.8 - - -

(Lyme disease)

— : no data available

Yo :day3(B3HARIRIEH ) DIk

STEREF(FHERIALEY) - - 8RR 7ANY10° CFU/mLI £

(T A< S SAAANEEISME thdAA(L10° CFU/mLKH



Parasites

IBS THF MIR BAHK+Fit
Plasmodium falciparum
_ >6 - >3.2 -
(malaria)
Trypanosoma cruzi
o >5.3 - 6.0 23(n=1),24(n=1)
(Chagas’ disease)
Leishmania mexicana
. >5.0 - ~ -
(promastigote)
Leishmania major Jish
_ >4.3 — >5.0 -
(amastigote)
Babesia microti
o >5.3 — >4.0 -
(babesiosis)
Leucocyte IBS THF MIR BAHK+Fit
T-cell viability
o o >5.4 - >6.0 -
(limiting dilution)
DNA modification
. 1 per 83 - - -
(one adduct per x base pairs)
Polymerase chain reaction Inhibited - - -
Cytokine synthesis: y y
No II-8 or IL-1b synthesis
Murine model TA-GVHD:
L - L -

Prevents disease

— : no data available

L : Tick marks show where the different study types have been undertaken for each type of component
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