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Cumulative estimated number of influenza cases as of

week 22, 2017: 17,010,000 nationwide

X10,000 cases
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¢ Cumulative number for the 2015/16 season (as of 22 May 2016): 16,130,000
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2016/17 (left) vs 2015/16 (right) season
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2014/15~2016/17 season (as of 30 Apr 2017)
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Phylogenetic analysis of influenza

A(H1N1)pdmO09 HA genes

16/17 vaccine strain]
HI reference strain
January 2017
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1%
(1)

6B.1
99%
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(Since Sep 2016)

S84N, S162N, 1216T

K163Q, A256T

D97N, S185T, K283E, E499K

P83S, §203T,
321V, E374K, S451N

California/07/09E X-179A]
> )=

V152T, V173l, E491G, D501E
1116M

SAITAMA/212/16 DE
ASAKLY1 56/201 6 DEC
SAPPORO/94/16 NO'

FUKUI/58/16 DEC
Yunnan-Simao/SWL11041/16 CNIC DEC
YAMAGUCHI/32/16 NOV

Hungary/23/17 Hung JAN
Hong Kong/219/17 Crick JAN

HIROSHIMA-C/1/2017 JAN

Florida/85/16 CDC OCT
Michigan/15/17 CDC JAN

Mexico/346/17 CDC JAN

S74R, Belgium/G0198/17 Bel JAN

1295V

H273Q

Hawaii ii/100/16 CDC DEC
AOMORI/14/2016 DEC
SAITAMA/105/16 OCT

FUKUSHIMA/123/16 NOV

HYOGO/3072/16 DEC
196N SAPPORO/102/16 NOV
MIYAGI/40/16 DEC
V3211 SENDAV84/16 DEC

Yunnan-, Anning/SWL1910/16 CNIC DEC
SINGAPORE/G u)z;
(S SR GAPORE 15E IVR-180

!

T120A nana/01/17 COS JAN

TOKYO/EH14/16 FEB
CD

Quebec/RV3133/16 CDC OoCT
WAKAYAMA/144/16 NOV

Texas/03/16 CDC JAI

S USa20T7 JAN
YAMAGUCHI12/17 JAN
OSAKA-C/1/2017 JAN

AICHI/159/16 DEC

%
Wisconsin/79/16 CDC SEP

E OKYO/16493/16 DEC

SAITAMA/103/16 OCT
Lags/F3220/16 OCT

HI137/16 NOV
'ilBARAKI/BSHG SE

ngap; 1T 1384/16 Sing DEC
[a0s/R0297/17 JAN
FUKUIS2017_JAN

Michigan/102/16 CDC Si
OSAKA-C/40/16 OCT

Zhejiang-Xiacheng/SWL1982/16 CNIC DEC
AICHI47/2017 JAN

ngapore/SGHO0761/16 OCT

KANAGAWA/ZC10/16 MAR
KANAGAWA/7.

V2341

SAPPORO/163/11

SHPUOKALE 45718 MoV
Ghana/DILI-0620/14 NIM

IMR
Jiangsu-Runzhouw/SWL1995/16 CNIC DEC 6‘ ;

Montana/50/16 CDC OCT
Mexico, /4357/16 CDC NOV 6 B 1
Paris/132/17 Fra JAN .

Yunnan- Hongla/SWLI 1417/16 CNIC DEC

6B

6B.2.
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A/California/07,/2009 HeR

(X-179A)

Cell

Feb/2017 -
n=33
A/Michigan/45/2015 HGR
(X-275A)
Feb/2017 -
Sep/2016
-Jan/2017
n=33 n=83
Ok within 2-fold, : 4-fold, D 8-fold or greater
reduction in HI titer as compared to the homologous titer
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Phylogenetic analysis of influenza

A(H3N2) HA genes

16/17 vaccine strain]
HI reference strain
January 2017

(Since Sep 2016)

A/ZE#/4801/2014
Vaccine strain

L3I, N144S, F159Y,""
Q311H, D489N
Q33R, N145S,

N225D, N278K S

F193S

SAITAMA/126/16 NOV
YAMAGUCHI/34/16 OCT

SHIZUOKA-C/3/17 JAN
Taiwan/923/16 OCT.
Kentucky/01/17 CDC JAN
YOKOHAMA/179/16 DEC

KUMAMOTO-C/6/17 JAN
SAITAMA/34/17 JAN

FUKUOKA/16241/16 OCT
OITA/1/17 JAN
YOKOHAMA/2/17 JAN

GAMIHARA/17/16 OCT
ETT S AN

G142R
K92R, H311Q

Wisconsin/02/17 CDC
Maine/01/17 CDC JAN

N121K

KANAGAWA/200/16_OCT
HIROSHIMA/18/16 OCT

lowa/34/16 CDC OCT
Singapore/GP2545/16 Sing Nov
Utah/46/16_CDC NOV
SHIMANE/59/16 NOV
Victoria/673/16 VIDRL
W bimiaro1/is SBE Jan
SAPPORO/1/17 JAN

R142G

TOKYO/16589/17 JAN

N171K, 1406V, G484E | Y94H, F193S, 1230V |—

| SAITAMA_-C/2/17 _JAN

YAMAGATA/32/17 JAN

HYOGO/6001/16 NOV

Taiwan/850/16 OCT

Laos/F2884l1 € SEP
OKOHAMA/176/16 DEC

YOKOHAMA/1/17 JAN
QKlahoma/02/1 7 CDC JAN
Jiangsu-Nanchang/1968/16 CNIC Dec
Taiwan/955/16 NO
Delaware/01/17 COC JAN
SHIZUOKA/55/16 NOV
SHIGA/1/17 JAN

YAMAGUCHI9/17 JAN

IAGAWANC1618/17 JAN
Norway/4293/ 16 Nor O

ongKong I4801I14X 263

IT128A, A138S, R142Gy[_|'—‘7w' oenand/9715565/13 NIB-88
F159S. K326R | S e g Qixin/328/2016 CNIC. DEC

T131K, R142K

Anhui-Jinghu611/17 CNIC Jan
MIE/2/17 JAN

SAITAMA-C/41/16 NOV
TOKYC‘)Q 663(55/1 7 JAN

SHIMANE/17/17 JAN
KITAKYUSYU/7/16 SEP

EHIME/2/17 JAN

HongKong/7127/14

'YOKOHAMA/31/17 JAN

HOKKAIDO/1/17 JAN
FUKUOKA-C/3/17 JAN

|3C.3a

Louisiana/32/16 C

Victoria/361/11

—oooz

7

3C.

#/4801/2014 &l
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2al

3C.2a

A/t5E/103/2014




A/Hong Kong/4801/2014 (3C.2a)
Cell

Sep/2016 - Jan/2017 Feb/2017 -

15% 17%

n=283 n=121

M : within 2-fold, = :4-fold,  : 8-fold, M : 16-fold or greater
reduction in MN titer as compared to the homologous titer
(Data include results of isolates not only from Japan but also from abroad.)
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(1) A/R2#>/45/2015 (H1N1)pdmO9 FE LIk
(2) A/E#/4801/2014 (H3N2) #BI#k

(3) B/FYAARL/60/2008 Lk (EHR) 7 Ri#H)
(%) B/F—4yk3073/2013 El#E (L ZR k)
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A(H3N2) DA LA (FL&H2)
(BN TOMRENEICE MR EREDRERE)

v WHOHEZRR ¥R THHA/EE/4801/2014D N5 BERR O F D) S & FERE
(A/Z&i#E/4801/ 2014 (X-263))I&. FRINEIMEICLAIMEEE D EEF 7L<
Z(+T L3,

vV ZD1=8. FEILIR9%DRITHROOIEENAKREEELTLV =, =
NIZEY ., DOFUORERTHEDRBITIRAIYFAEI-TILVS,

v —hH. A/EE/4801/201455 Lk THAHA/IFE/103/20140 5, BITHE(E
L@t DSHEINT-A/IEE/103/2014 (CEXP-002)MBAFE S 1=,

V ZO¥%IZINEHMEIZEDIMEZEEZDEZEN /NS, $960%D FRITHR R
HEELILTULV =,

v ZD1=& . WHOIXA/B E/103/2014 (CEXP-002)EWHO D T o F > HEsd
BOUVEDELTEELT,

A/Hong Kong/4801/2014 18
HGR (X-263)

Sep/2016

Jan/2017

Feb/2017 -

n=121 n=121
M : within 2-fold, = :4-fold, I : 8-fold, M : 16-fold or greater

reduction in MN titer as compared to the homologous titer
(Data include results of isolates not only from Japan but also from abroad.)
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A/Saitama/103/2014 (3C.2a) 19
Cell Egg (CEXP-002)

Sep/2016

20%

Jan/2017

n=315

Feb/2017 -
26%

20%
n=121 n=121
M : within 2-fold, = :4-fold, ™ : 8-fold, I : 16-fold or greater

reduction in MN titer as compared to the homologous titer
(Data include results of isolates not only from Japan but also from abroad.)
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Influenza A(H3N2) egg-derived candidate vaccine viruses for
development and production of vaccines for use in the 2017-2018
northern hemisphere influenza season

Antigenic and genetic analyses are performed by the WHO Collaborating Centres of the Global Influenza Surveillance and
Response System (GISRS). Unless otherwise indicated all candidate vaccine viruses posted on this table have passed two-
way haemagglutination inhibition (HI) test. National or regional control authorities® approve the composition and
formulation of vaccines used in each country.

02 March 2017 (last updated 10 March 2017)*

Candidate vaccine viruses (antigenically like A/Hong Kong/4801/2014)

NIID, Japan
FCI, UK
NIBSC, UK
NYMC, USA
CBER, USA
CDC, USA
NIID, Japan
NIBSC, UK
CDC, USA
NYMC, USA
NIID, Japan
FCl, UK
X-263A Classical NYMC, USA NIBSC, UK
CDC, USA
NYMC, USA
NIID, Japan

X-263B Classical NYMC, USA FCl, UK
NIBSC, UK
NIBSC, UK

NYMC, USA

Wild type virus

A/Hong Kong/ X-263 Classical NYMC, USA
4801/2014

A/Norway/2178/2014 | NYMC X-273 Classical NYMC, USA

A/Saitama/103/2014
(CEXP0O02)#
# NIID-MDCK cell (3 passages); Egg (28 passages)

Wild type virus NIID, Japan

Excerpted from WHO H3N2 CVV list: http://www.who.int/influenza/vaccines/virus/candidates_reagents/summary_a_h3n2_cvv-egg_nh1718.pdf?ua=1
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201718 —AVRABERAVIIVIOFIOF %

® JIUFUMKRERERFNEZERSNRELEDIF R EKk(BIE: 2017.5.2)
(1) A/ 2FHFR—ILIGP1908/2015 (IVR-180)*  (H1N1)pdm09

(2) A/FE/103/2014 (CEXP002)** (H3N2)
(3) B/TxHR/2/2012*** (EVR)T ZR#%)
(4) BIF—’yk/3073/2013 (L2 % ##)

*AIZL 1214512015 (HIN1)pdmO9 £ Lk, ** A/E#/4801/2014 (H3N2) $ELlkk. **B/J1) AR /6/605F {Eli%k
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