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Degradation of maternal
transcripts

Transcription factors: ZFP36L2
{REE™"]

Small RNA biogenesis: AGO2" ",
DICER1 (REFS!22tY

Ubiquitin ligase: RNF114 [REF")

Anti-proliferation factor:
BTG4 [REF')

\ BEHEA? ) LGEREL

ZGA

Transcription factors: CTCFY", DUX/DUX4*
(REFS¥+21%] HSF1 [REFS™*"%), LINZ8A™,
NFYA™ and SOX2 (REF™")

Transcription cofactors: TIF1a'”

Histone-modifying enzymes: KDM5A
UARID1A)™", KDM5B (JARID1B)"",
KMT2B'", KMT2C"’, KMT2D"™

and KMT5C™*

Chromatin remodellers: BRG1 [REF.'*),
RING1 (REF."") and RNF2 (REF."")

Histone chaperones: HIRA®17%

Non-coding RNAs: miR-125 (REE ™)

Subcortical maternal complex: MATER'™

and PADI6 (REFS™-')
DNA damage-binding protein: DDB1 [REF]
Pre-mRNA processing factor. BCAS? [REF'™)
Serine protease: GZMG'

Cell cycle regulators: CCNA2 [REE'™)
and CDKZ (REF')

SRS ) LEEAE

Degradation of maternal
transcripts and ZGA

Transcription factors: POUSF1
[REE"), SEBOX 1143 DPPA3
IREFsl'IL‘.I'I.LH‘.lH\I

Transcription cofactors: YAP1 [REF'™)

Histone-modifying enzymes:
KDM1A (LSD1)"**!

AGOZ, protein argonaute 2; BCASZ, pre-mRNA-splicing factor SPF27; CCNAZ, cyclin AZ; CDKZ, cyclin-dependent kinase 2; DDB1,
DNA damage-binding protein 1; DICER], endoribonuclease Dicer; DPPAS, developmental pluripotency-associated protein 3;
DUX, double homeobox: GZMG, granzyme G; H5F1, heat shock factor 1; KDM, lysine-specific demethylase; KMT, histone-lysine
N-methyltransferase: LINZ 8A. protein lin-28 homologue A; MATER, NACHT, LRR and PYD domains-containing protein 5; miR-125,
microRNA 12 5; NFYA, nuclear transcription factor Y subunit-a; PADIB, protein-arginine deiminase type 6: POUSF1, POU domain,
class 5, transcription factor 1 (also known as OCT 4); RNF2, E3 ubiquitin-protein ligase RINGZ2; TIF1a, transcription intermediary
factor 1-a;: ZGA, zygote genome activation. *Orthologue with a role in the human maternal-to-zygotic transition.

Table 1;Eckersley-Maslin MA, et al. Nat Rev Mol Cell Biol 2018
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