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Duration of viral shedding and culture
positivity with postvaccination SARS- A
CoV-2 delta variant infections
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Specimens evaluated

by PCR for viral load,

sequencing, and viral
culture

Isolation guidelines for severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) are largely
derived from data collected prior to the emergence of the delta variant. We followed a cohort of
ambulatory patients with postvaccination breakthrough SARS-CoV-2 infections with longitudinal

collection of nasal swabs for SARS-CoV-2 viral load quantification, whole-genome sequencing, and Viral Load Viral Sequencing Viral Culture
viral culture. All delta variant infections in our cohort were symptomatic, compared with 64% of

non-delta variant infections. Symptomatic delta variant breakthrough infections were characterized / \

by higher initial viral load, longer duration of virologic shedding by PCR, greater likelihood of

replication-competent virus at early stages of infection, and longer duration of culturable virus
compared with non-delta variants. The duration of time since vaccination was also correlated
with both duration of PCR positivity and duration of detection of replication-competent virus.

Nonetheless, no individuals with symptomatic delta variant infections had replication-competent R e
virus by day 10 after symptom onset or 24 hours after resolution of symptoms. These data support of delta vs non-delta virus
US CDC isolation guidelines as of November 2021, which recommend isolation for 10 days or

until symptom resolution and reinforce the importance of prompt testing and isolation among -

symptomatic individuals with delta breakthrough infections. Additional data are needed to evaluate
these relationships among asymptomatic and more severe delta variant breakthrough infections. l l

Delta variant infections
Median 13.5 days to PCR negative
Median 7 days to culture negative Median 3 days to culture

JCl Insight. 2022;7(2):€155483. https://doi.org/10.1172/jci.insight.155483.

Post-vaccination symptomatic delta variant infections were characterized by significantly longer
duration of PCR positivity and longer isolation of replication-competent virus
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Duration of Shedding of Culturable Virus in SARS-
CoV-2 Omicron (BA.1) Infection
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Figure 1

Viral Decay and Time to Negative Viral Culture. Panel A
shows viral-load decay from the time of the first positive
polymerase-chain-reaction (PCR) assay. Viral loads from nasal-
swab samples obtained from individual participants are shown.
Each circle or triangle represents a sample obtained on the
specified day. The median viral load at each time point for each
variant is also shown. LOD denotes limit of detection. Panels B
through E show Kaplan-Meier survival curves for the time from
an initial positive PCR assay to a negative PCR assay, according
to viral variant (Panel B) and vaccination status (Panel D), and
the time from an initial positive PCR assay to a negative viral
culture, according to viral variant (Panel C) and vaccination
status (Panel E). In all panels, shaded areas indicate 95%
confidence intervals. Sequencing showed that all omicron
variant strains were the subvariant BA.1, inclusive of
sublineages.

A Change in Viral Load

Viral Load (log,, copies/ml)

<A Delta variant, median viral load

A Delta variant, positive culture

A Delta variant, negative culture

“©- Omicron variant, median viral load
@ Omicron variant, positive culture
O Omicron variant, negative culture
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Days since First Positive PCR Assay

B Time to PCR Conversion
100

Percentage of Participants
with Positive PCR
3

==~ Omicron variant
—— Delta variant

No. at Risk
Omicron variant 34
Delta variant 32

T
5 10 15 20
Days since First Positive PCR Assay

32 2 7 0
27 17 3 0

C Time to Culture Conversion
100

==~ Omicron variant
— Delta variant

Percentage of Participants
with Positive Culture
3

Days since First Positive PCR Assay

No. at Risk
Omicron variant 34 18 6 0
Delta variant 32 11 2 0

D Time to PCR Conversion

1001~

3
1

Percentage of Participants
with Positive PCR
~ o
i <

o

~—— Unvaccinated
Vaccinated
Boosted

E Time to Culture Conversion
100+~

~—— Unvaccinated
Vaccinated
Boosted

Percentage of Participants
with Positive Culture
3
T

5 15 20 15
Days since First Positive PCR Assay
No. at Risk No. at Risk
Unvaccinated 16 14 5 1 0 Unvaccinated 16 7 1 0
Vaccinated 37 34 26 8 0 Vaccinated 37 15 3 0
Boosted 13 1 ] 1 0 Boosted 13 7 4 0
https://www. ncbi.nlm. nih. gov/pmc/articles/PMC9258747
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Table S3. Median time to PCR and culture conversion

Days to confirmed PCR Conversion Days to Confirmed Culture
(median, IQR) Conversion (median, IQR)
Days from Index PCR
Delta 10 (8-14) 4 (3-5)
Omicron 11 (8-15) 5(3-9)
Days from Index PCR or Symptom Onset
Delta 12 (9-15) 6 (4-7)
Omicron 13 (11-16) 8 (5-10)

https://www. ncbi.nlm.nih. gov/pmc/articles/PMC9258747
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Persistent COVID-19 symptoms in a community
study of 606,434 people in England
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Sex
n=71642

Men Women

0 50 100 150 0 50 100 150
Days since symptom onset

Number of symptoms - One or more — Two or more —— Three or more -~ Four or more Five or more

Fig. 2. Persistence of symptoms over time. Plots showing persistence of symptoms as a proportion of those who
reported symptoms at any time, among n= 71,642 respondents for whom we had 150 days’ observation time.
Women have higher rates of persistent symptoms; a slower decline in symptom prevalence is observed after 12
weeks in both sexes. The vertical dashed lines show 4 and 12 weeks post symptom onset, respectively.

https://pubmed. ncbi.nim. nih. gov/35413949/
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+ American | Blood
| / Red Cross | Services

Red Cross Donation Safety Protocols

Travel and Deferral Information

The American Red Cross has implemented new blood donation deferrals out of an abundance of caution. We are now asking that
individuals postpone their donation for 10 days following:

e Diagnosis of COVID-19

¢ You have had a positive diagnostic test for COVID-19 or you have had any symptoms of COVID-19

As the situation evolves, the Red Cross will continue to evaluate all emerging risks in collaboration with the U.S. Food and Drug
Administration, Centers for Disease Control and Prevention and industry partners to determine if additional intervention strategies are
needed. Together, we stand ready to keep the American public informed and prepared.

If you are feeling healthy, please book a donation appointment now.
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https://www. redcrossblood. org/donate-blood/d|p/coronavirus——covid-19——and-blood-donation. html
H4 FEIEHR : 2022/09/22



https://www.redcrossblood.org/donate-blood/dlp/coronavirus--covid-19--and-blood-donation.html

FHEIOF M) AR Z O I HIFEHARE (hF4A) -

— Can | donate blood if | had COVID-19?

Those who have contracted COVID-19 will be deferred, and the amount of days deferred depends on their symptoms and recovery. A person who had
COVID-19 and was asymptomatic is not eligible to donate blood for 14 days after a positive test. If the infected person was symptomatic but not

hospitalized, they must wait to donate for 14 days after a full recovery. If the person was hospitalized, they cannot donate until 21 days after a full
recovery For more information about eligibility, we ask donors to call 1 888 2 DONATE (1-888-236-6283).
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NHS

Blood and Transplant

@00 :
‘U Give blood 1. Affected individuals (confirmed or suspected COVID-19)

Had symptoms with positive test
- You may donate7 days from when your symptoms resolved and no
further testing is required

Had symptoms, not tested
-You may attend 14 days from recovery and at least 7 days from any
antibiotics and no further testing is required.

No symptoms with positive test
- You may attend 7 days from your last positive test and no further
testing is required

No symptoms and no test
- You may attend as long as you remain well
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Finnish Red Cross
Blood Service

The eligibility of blood donors

If you were diagnosed with COVID-19,you need to wait at least 10 days after your symptoms started (or from the day the sample
was taken if you have no symptoms) before donating blood. If you have had fever over 38 degrees, you should wait at least 14 days
after you have recovered. A severe infection that has required hospital treatment results in a 3-month deferral time.
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Australian Red Cross

Lifeblood®

If I've been diagnosed with COVID-19,
when can | donate blood?

Currently, you may donate blood when you have completed all required public health follow up and 7 days after you've made a full recovery fromm COVID-19. The 7

days begins on the first day once you are symptom-free.

If you are diagnosed with COVID-19 but do not develop any symptoms, you may donate blood 7 days after the date of the positive test result.

| W COVID-19LHF (kA L) - REBEOBMNSTH
| mCOVID-19& B (EKRHY) E2(EHELEANSTE
L OXERAECHoAZEIABE LTH S

https://www. [ifeblood. com. au/fag/coronavirus/your-safety/when-can-I-donate
H4 FREIEHR : 2022/09/22



https://www.lifeblood.com.au/faq/coronavirus/your-safety/when-can-I-donate

