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Robust antiviral humoral immunity induced by Daichirona® against a broad range of SARS-CoV-2 Omicron subvariants U
Daiichi-Sankyo
B Vaccine 76 (2026) 128311
Daichirona® Cohort
B.1.1 BAS5 XBB.15 JN.1 XEC LP.8.1 NB.1.8.1 XFG BA.3.2
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3-dose vaccinated: n=1, 4-dose vaccinated: n=1, 5-dose vaccinated: n=1, 6-dose vaccinated: n=2, 7-

dose vaccinated: n=9, 8-dose vaccinated: n=8; total 22 donors, average age: 65.6 (28-84), 27.3% male

Daichirona® (RBD from XEC) can effectively induce antiviral humoral immunity against JN.1 subvariants and BA.3.2.
The JN.1 mRNA vaccination more robustly induced antiviral humoral immunity against recent JN.1 subvariants than

the natural infection of JN.1 subvariants including KP.3.3.
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Sequence of the candidate RBD from Omicron NB.1.8.1

[Virus detail]

Virus name: hCoV-19/Japan/FR014-0090/2025
Accession ID: EPI_ISL_19880242

Type: betacoronavirus

Clade: GRA

Pango Lineage: NB.1.8.1 (consensus call)

[Mutation site of RBD]

1332V, G339H, K356T, S371F, S373P,
S375F, T376A, R403K, D405N, R408S,
K417N, A435S, N440K, V445H, G446S,
N450D, L452W, L455S, F456L, N460K,
S477N, T478I, N481K, V483del, E484K,
F486P, Q493E, Q498R, N501Y, Y505H,

Original RBD aa
JN.1-WHO RBD_18872762
XEC_RBD_ 19363463
LP.8.1 RBD 19599170
NB.1.8.1 RBD 19880242

Original RBD aa
JN.1-WHO RBD 18872762
XEC RBD 19363463
LP.8.1 RBD 195395170
NB.1.8.1 RBD 19880242

Original RBD aa
JN.1-WHO RBD 18872762
XEC RBD 19363463
LP.8.1 RBD 195395170
NB.1.8.1 RBD 19880242
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81 s RGDEVRQ GQTGKIADYNYKLPDDETGC WNSNNLDSEVGGNYN RLFRESNLEPFERDISTEIYQAGST 160
8l ....KE.N..S5........ Ne oo einneeennnennnnas K....H5...D.W..5....K..ineiiinennnnn. NEKE 160
81 ....K.N..S5........ Neieeeeinneeennnennnnas K....BH5...D.W..5L...K..ineennnennnnn. NEK 160
81 ....K.N..S5........0 (e eeeeieesnnnasnnnanns K....R5...D.W..5L...K.sineinnennnnn NEK 160
81 ....K.N..5........NH T K....BH5...D.W..5L...K.sinennnennnnn, NI 160
16l PCNGVEGEN QS5YGEQPTNGVGYQPYR FELLH T KESTNLVENECVN 223
O i Reo¥Yuuu Heveerunernansnananonsnsnnnsanaransnns 222
lel ..K.-E.P.uo.u.n E....R..Y... Hevivneonnnosnnnassssassssassssannnnas 222
lel ..K.-E.P.uo.u.n E....R..Y... Heoivnnennnnesnnnsssssassssassssannnns 222
lel ..K.-K.P.uo.unn E....R..Y... Hevivneonnnnesnnnassssassssassssannnns 222

RVQPTESIVRFPNVTNLCPFHEVFNATRFASVYAWNRTRISNCVADYSVLYNFAPFF

AFKCYGVSPTKLNDLCFTNVYADSFVIKGNEVSQIAPGQTGNIADYNYKLPDDFTG

CVISWNSNKLDSKHSGNYDYWYRSLRKSKLKPFERDISTEIYQAGNIPCKGKGPNC
YFPLESYGFRPTYGVGHQPYRVVVLSFELLHAPATVCGPKKSTNLVKNKCVNF

Same mutations as JN.1

Same mutations as XEC

Additional mutations to XEC
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