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ST-21 complex
ST-22 complex
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ST-42 complex
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Laumay et al., 2021 Genes.
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GLASS target pathogens Mechanisms of resistance Molecular targets
Acinetobacter spp. Carbapenem resistance NDM, OXA, VIM, IMP, GES, KPC
Pseudomonas aeruginosa o _

Colistin resistance mcr 1-10
Escherichia coli Extended spectrum beta-lactamases CTX-M, TEM, SHV
Klebsiella pneumoniae _

Carbapenem resistance NDM, OXA, VIM, IMP, GES, KPC
Salmonella spp.
Shigella spp. Colistin resistance mcr 1-10
Staphylococcus aureus Methicillin resistance mecA/mecC

Linezolid resistance cfr
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Support for the analysis of bacterial isolates

Vietnam Indonesia Vietnam Indonesia
Military Hospital 103 Airlangga University Tokyo University Airlangga University

Sep. 5th, 2022 Kobe University Oct. 2024 Mar. 25th, 2025

- Sep. 15th, 2023 (n=328) (n=1,576) Support for NGS
(n=187) il and analysis

atlh,

Malaysia

IMR, NIH

Dec. 18th, 2023 Malaysia

(n=1,237) IMR, NIH
I 73 Dec. 2024

(n= 1,668)

Vietham
Cho Ray Hospital
Dec. 21th, 2023
(n= 164)
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- Established MOA with MOH

- 8 hospitals and a major testing company
are already utilizing ASIARS-Net
(expanding to 20 hospitals)

-]

| €
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: ° " - Finalizing MOA with MOH
L= : + ASIARS-Net will be installed
in 2026
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Number of Specmen-subrmitting Patients S.624 canes 60620 caes
(per 100 beds (0.0 cames
5 auress 257 canes 2730 caes | 282 405 21 44
(4.57%) hson | HO— |
Enterococus spp 124 canes 1935 cmes 016 1.40 1664
2.20%) agisw HKpp—i |
S. preumonise 20 cases Weewmes 000015 072
(0.36%) 0.29%) |
5 pyogenes 7 Caws BSames 000 010 024
0.12%) 011% |
H. influenzee 0 canes I cms 000 000 064
(0.00%) 0.27%) |
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(12.66%) (1as0% | |
e 201 canes AT cmes 426 674 2030
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(1.48%) 3 | v-C%l:—ﬂ
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2025F1ARIC, REIUKSHA & R TSEGLASS % X389 % Algett = Him
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What’s new in the GLASS REPORT

%+ National, regional and global adjusted* estimates

#* Global and regional AMR trends (2018-2023) for 16
combinations

+* National AMR surveillance coverage: status and changes
(2016-2023)

“* Gaps in national surveillance systems

*» AMR level from GLASS vs published literature

*Bayesian modelling; estimates adjusted for:

= National population structure

= National surveillance coverage

* Distribution of AMR among patient groups over time

AT

Global
antibiotic resistance surveillance
report 2025

WHO Global Artimicrobil Resiscancs 3nd Uis Sunnsllancs Sytoem (GLASS)

EI E! Scan R code fo access 4% |J H a'”
o I the 2025 GLASS raport W
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