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Scientific reports

Int Cancer Conf J. 2024 Dec 19;14(2):85-90.

Sci Rep. 2025 Nov 21;15(1):44989.

Malignant transformation of an ovarian mature teratoma
diagnosed 17 years ago: a case report and literature review of
treatment with immune checkpoint inhibitors.

Novel CYP2A7/CYP2A6 germline hybrids associated with mutation
burden in lung cancer revealed by whole-genome long-read sequencing.
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npj | precision oncology

NPJ Precis Oncol. 2026 Jan 23;10(1):77.

Translating spatial transcriptomic signatures in adenosquamous carcinoma into bulk
prognostic biomarkers in lung adenocarcinoma: a bottom-up approach.
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ShimodaY, Naruoka A, Maruyama K, Urakami K, AkiyamaY, Ohde Y, Sugino T, Yamaguchi K.
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