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Distribution of COVID-19 cases infected with the SARS-CoV-2 Omicron variant by date of symptom onset and case
classification, after attending Christmas party, Oslo, Norway, November—December 2021 (n=81)

2
il
-
<
e’“

N
i
t,nl
A
S

40
38
[ | Confirmed cases (n = 657
36 [ | Probable cases (n = 15)
With travel history®
34 ﬂ With travel history in South Africa®
32
— A
Ex BB OPR{E: 3H
30 — l E L]
o — g0 :0-8H
-
a
26
: = g :3-4H
g - — == -
S —
“w: 22
@ —
£ 20
=3
- ——
18
Christmas party
16
14
12
X
10
8
6
4
X
2 Y X
| [ [ T T T#lx[x I
3 3 3 3 3 3 3 3 3 3 3 3 3 2 3 3 3 3 3 8 3 3 3
= =z = =z = = = =z = =z = =z = = = - A = - 4 a [=} (=] o
e ¥ v % K 2 2 8 & /R R J & 2% &2 R 2w

Date of onset

Brandeal LT. et al. Outbreak caused by the SARS-CoV-2 Omicron variant in Norway, November to December 2021. Euro Surveill. 2021;26(50)
https://doi.org/10.2807/1560-7917.ES.2021.26.50.21011474



2. HER-SYST—ARZAW=T7IL D7k EASIOUKRDIRE-RIERRD 7

ZILZ 7
0.25-
-200
0.20-
£%0.15- »woﬁ
-5 &
# 010 1005

- ‘ * [BREMOSDRE
0.00- = : § = ‘ = 2 - : ; T s = - 0 7)1’77*:3.45

7 8
HE{RIBME
s N - p ] .
A3o0y A3H0 % :2.9H
0.25- 130
0.20
8% 0.15 20
g«: 3
#0.10- £
110
005
0.00- 0
0 i 2 3 4 5 6 7 8 9 10 1 12 13 14
AHAEAR

E| i R AE B ZEF. SARS-CoV-2 D ZEEFRB.1.1.529 %R (AU AUR) D BRI D HEE : T E#HE. 2022.1.13
https://www.niid.go.jp/niid/ja/2019-ncov/2551-cepr/10952-b11529-si.html



ZI_NOD/**IQ\’ho)%ﬁEFEﬁ BE

0.3+

b
.

0.14

0.0+

B 1.00/

0.75-

RS

0.25-

0.00-

0.2+

5.0

0.50-

0

i

2

4
FAEREFR

3 4
HIEMEFR

X1. EMEFREOT—2EAWN=AIoO0U%0 A RIERMBED S EB)BRIED H (N=30)

5

6

_;,

8

FJiE B PR (Serial interval)
DO R{E: 2.6H

-10.0
N=30

&1. RERRBOERET—2(N=30)

AL

2H
3H
4H
5H

t2.5 ()Eﬂ
r0.0 1 E

1
4
9
8
7
1

[E| i B AE A ZEFT. SARS-CoV-2 D EMKB.1.1.529%#f (AU BUR) D RIEMRDHETE T EHS. 2022.1.31
https://www.niid.go.jp/niid/ja/2019-ncov/2551-cepr/10952-b11529-si.html



Estimates of the generation time for the Omicron variant
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Manica M. et al. Intrinsic generation time of the SARS-CoV-2 Omicron variant: An observational study of household Transmission.
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The mean household serial interval in the baseline
analysis was 2.38 days (95%Crl of the mean: 2.30-2.47
days), with 51.1% (95%Crl: 45.5-55.7%) of transmission
episodes being pre-symptomatic
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The mean household serial intervals estimated in sensitivity
analysis ranged between 1.89 and 2.38 days (Appendix),
while the mean proportion of pre-symptomatic transmission
ranged between 51% and 59%, comparable to the baseline

estimate.
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lllustrative example of a household cluster
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Table 2. Secondary attack rates among household contacts of index patients with COVID-19 by

potential risk factors.

VHERBRRDRENZRRRXEDOLLE (ERN)
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1.6115I1C £ 5 (££25.2%, 31.8%)

Secondary Multivariate
Variables Hg::::::d ér:)f:tc::i Attack Rate Analysis
% (95% CI) aRR (95% CI)
N =456 N =145 28.0% (25.4-30.8)
Dominant viral type during the period _
Delta 614 155 25.2% (22.0-28.8) 1
Omicron 456 145 31.8% (27.7-36.2)  1.61(1.13-2.28)
Risk factors in household contacts
Vaccination
0-1* 602 193 32.1% (28.5-35.9) 1
2+-3 468 107 22.9% (19.3-26.9)  0.86 (0.69-1.07)
Sex
Male 490 121 24.7% (21.1-28.7) 1
Female 580 1*79 30.9% (27.2-347)  1.26 (1.07-1.48)
Age, years
<19 330 123 37.3% (32.2-42.6)  1.46(1.18-1.81)
20-59 572 135 23.6% (20.3-27.3) 1
>60 168 42 25.0% (19.1-32.1)  1.13 (0.84-1.53)
Relationship to index patient
Spouse 155 53 34.2% (27.2-42.0)  1.49 (1.12-1.97)
Other 915 247 31.8% (24.2-30.0) 1
The size of household
2 86 25 29.1% (20.5-39.4)  1.04 (0.70-1.54)
3 204 58 28.4% (22.7-35.0)  1.10 (0.80-1.50)
>4 780 217 7.8% (24.8-31.1) 1

Risk factors in index COVID-19 patient

Vaccination
0-1* 704 203 28.8% (25.6-32.3) fl
2+-3 366 97 26.5% (22.2-31.3)  0.67 (0.46-0.96)
Diagnostic delay from onset
<1 days 595 155 26.1% (22.7-29.7) 1
>2 days 436 138 31.7% (27.5-36.2)  1.30 (1.00-1.68)
Asymptomatic 39 7 17.9% (8.8-33.1) 1.03 (0.44-2.4)
Sex
Male 533 164 30.8% (27.0-34.8)  0.82 (0.63-1.07)
Female 537 136 25.3% (21.8-29.2) 1
Age, years
<19 394 116 29.4% (25.2-34.1)  1.10(0.81-1.50)
20-59 612 170 27.8% (24.4-31.5) 1
>60 64 14 21.9% (13.4-33.6)  1.01 (0.58-1.76)

All variables were included in the analysis: aRR = adjusted risk ratio; CI = confidence interval; 1*, vaccinated
once or twice without completing 14 days following the second vaccination; 2+, vaccinated twice and completed

14 davs after the second vaccination.

Ogata T. et al. Increased Secondary Attack Rates among the Household Contacts of Patients with the Omicron Variant of the Coronavirus Disease 2019 in Japan. Int. J. Environ. Res. Public
Health 2022, 19, 8068. https://doi.org/10.3390/ijerph19138068

10



\¢

TILARRBRREAIVOVKRRREDREN R ELRDLEER

Table. Polymerase Chain Reaction-Confirmed Secondary COVID-19 Cases in Nonindex Household Members Within 7 Days
After Index Case Patient Sampling Date*

Logistic regression, OR (95% CI)©

Index case characteristics No./total SAR, % (95% Cl1)® Unadjusted Adjusted N
a 3 2-20. — s — - N
‘c:::;anl: 15961/80957 19.7 (19.4-20.0) T)l/@**@*kttbs j—tan/
Delta 7960/41 015 19.4(19.0-19.8) 1 [Reference] 1 [Reference] ** @ % 0) ? E W - ,k @ % %“ ﬁ ( j:
Omicron 2926/11643 25.1 (24.4-25.9) 1.39 (1.31-1.49) 1.52 (1.41-1.64)
Not classified 5075/28295 17.9(17.5-18.4) 0.91 (0.86-0.96) 0.93 (0.88-0.98) 1 ° 5 21% ': L ﬁ
Age group, y
<18 6730/33 662 20.0(19.6-20.4) 1 [Reference]
18-30 1838/15695 11.7 (11.2-12.2) 0.57 (0.52-0.63)
31-40 2718/11291 24.1(23.3-24.9) 1.45(1.32-1.58)
41-50 2448/10301 23.8(23.0-246) 1.49(1.35-1.63)
>50 2227/10008 22.3(21.4-23.1) 1.39 (1.26-1.52)
Sex
Female 7311/39441 18.5(18.2-18.9) 1 [Reference]
Male 8650/41516 20.8(20.4-21.2) 1.14 (1.09-1.20)
Vaccinated
No 8889/43 503 20.4(20.1-20.8) 1.39(1.29-1.50)
Yes 7072/37 454 18.9(18.5-19.3) 1 [Reference]
Week of positive test result
48 1156/6136 18.8 (17.9-15.8) 1 [Reference]
45 4480/22901 19.6 (19.1-20.1) 1.02 (0.93-1.12)
50 4206/22717 18.5(18.0-15.0) 0.93 (0.85-1.03)
51 3084/16619 18.6 (18.0-19.2) 0.94 (0.85-1.04)
52 3035/12584 24.1(23.4-249) 1.28 (1.15-1.43)
Constant 0.24 (0.23-0.25) 0.17 (0.15-0.19)

Jorgensen SB. et al. Secondary Attack Rates for Omicron and Delta Variants of SARS-CoV-2 in Norwegian Households.
JAMA. 327(16): 1610-1611. 2022. doi:10.1001/jama.2022.3780



AIOOURRREDFHRFRZ

SELI9MILAEDE

HIEEOPCREEH R (CHHE)

153

10

20

30

CHE

o
=a o ceazo
mese » o

©

EARDHRREEREGEEIEIELN
3HAI:0% (0/11)

2B EI1:5% (1/20)

1HET:31% (9/29)

40 & '
4

=353 L : . . @ s e 8

-20 -15 -10 -5 0 5 10

RIEH QTR EZHER
6,000 - -

AAAAA

15

500 ———— —————————————— ——————————————————————8&—8%—8—%

4,000 T T 1 *

& (pg/mlL)

3,000

K
f 2,000

n

1,000 T T
4

-20 -15 -10 -5 0 5 10
RIERB

E. REMRHELCHER LUNERR & ORME

15

LK

NREERE106F0D55 FERTHE TIZERIL
i {KIZe0ETHY . CNDS5H504 (83.3%) (L&
M TdHoT=, FAE3B LIATNI IR L =& K115
WFhifeM T, RE2HETE LUHTAIZHEEERL
=1 K201, 291 D56 . [FETH--DIEH1
. 9= THoT=,

JNGEHEELEM B =B EF5. SARS-CoV-2 B.1.1.529% i (AZ/0 ) [CKARAIVTRAA—x R EEHIEEHTIZH T
AREBECHERLUMEE=ELDREE—ILOE —. IASR. 43:1139-141. 2002
https://www.niid.go.jp/niid/ja/2019-ncov/2488-idsc/iasr-news/11117-508p01.html 12



AIOO RO RE S

=g RREDIRETIE
B JALILREMNSLY
A2 OVIRRRE 72O OVRRBRE
2R BERIPCRIGR AR AKEIPCRER
10~ 10-

H. A3S/0 %EHIZH1TECqED B %
AR (A) ASUOREHIZH THCqlE
DM B E#FIHEF

(1)0-2HH. (2)3-6HB. (3)7-9HH.
(4)10-13HH. (5)14B H L&

(B) A2/ O REHIZH T HCqlED FHIE
Mo BEAHR (BEREICEEL
MDD B EAI)
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(A) DA ILARNARHEBRAM B LUV RS LB ATEERAR B L UER S (A D0 BEAI)

e . L,c | PCREEMEREDSL 5
0-2HE 20/21 (95.2) 2/21(9.5) 2/20 (10.0)
3-6HE 14/17 (82.4) 7/17 (41.2) 7/14 (50.0)
7-98H H 17/18 (94.4) 2/18 (11.1) 2/17 (11.8)
10-13H B 4/15 (26.7) 0/15 (0) 0/4 (0)
148 B LA 5/12 (41.7) 0/12 (0) 0/5 (0)

E L BLEMERT, E L EEREEWZE 22—, SARS-CoV-2 B.1.1.529%# (AI/0O k) Bz kb
FEOOF DAL ABREEDEBHEFRAE (B1H) LM EFEAR OKRET. y



FIURURBRORREEFGR R 2 es

GHRIF7EBHLUEAS)

. ASUOUKERICHITARNABRBE LUV 2 BED AT E
(B) DA L ARNARHHIR A B LUV B S LN B A RER AP K UE S (BEREBICRELI-RENSD HEGI)

WARBRIHASS | IRTRBARSSS | i
&n (%)
-1-28H 15/16 (93.8) 2/16 (12.5) 2/15 (13.3)
3-6H H 8/8 (100) 4/8 (50.0) 4/8 (50.0)
7-98 B 16/16 (100) 3/16 (18.8) 3/16 (18.8)
10-138 H 7/12 (58.3) 0/12 (0) 0/7 (0)
148 B LA 4/10 (40.0) 0/10 (0) 0/4 (0)

E LR EHFERR, ELEERERPFIE 2 —. SARS-CoV-2 B.1.1.529%#k (43I0 %) B2 kB
FEOAOF DAL AREEDEBEFIAE (B18R) B G AR D #&ET. .
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x. AZOOVKEHICHEITARNABRHE B LUV BEORIE
(O FEEKREZEDDAILARNAREBEA RS LUVE G LN BRI RER AR B LUVEE

o P T S el N
BEUEIEn (%) BEUVEIEn (%) ~
UElEn (%)
0-5HH 6/6 (100) 3/6 (50.0) 3/6 (50.0)
6-98 B 3/4 (75.0) 0/4 (0) 0/3 (0)
108 B LIf& 1/10 (10) 0/10 (0) 0/1 (0)

E LR EHFERR, ELEERERPFIE 2 —. SARS-CoV-2 B.1.1.529%#k (43I0 %) B2 kB
FEOAOF DAL AREEDEBEFIAE (B18R) B G AR D #&ET. y
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Boucau J. et al. Duration of viable virus shedding in SARS-CoV-2 Omicron (BA.1) infection. NEJM. 387(3).

2022. doi: DOI: 10.1056/NEJMc2202092
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Figure 3. Posttest probability of SARS-CoV-2 infection after a

Figure 2. Probability of having a negative RT-PCR test result given SARS-CoV-2 infection (top) and of being infected with 3 test 3 2 <
SARS-CoV-2 after a negative RT-PCR test result (bottom), by days since exposure. negative RT-PCR resul, by pre prObab‘hty ofinfection.
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RT-PCR = reverse transcriptase polymerase chain reaction; SARS-CoV-

Days Since Exposure 2 = severe acute respiratory syndrome coronavirus 2.

RT-PCR = reverse transcriptase polymerase chain reaction; SARS-CoV-2 = severe acute respiratory syndrome coronavirus 2.

Lauren M. Kucirka, MD, PhD*; Stephen A. Lauer, PhD*; Oliver Laeyendecker, PhD, MBA; Denali Boon, PhD; and Justin Lessler, PhD. Variation in False-Negative Rate of Reverse Transcriptase
Polymerase Chain Reaction—Based SARS-CoV-2 Tests by Time Since Exposure. Annals of Internal Medicine 2020 Aug 18;173(4):262-267. doi: 10.7326/M20-1495. Epub 2020 May 13
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High frequency testing with low analytic sensitivity versus low frequency testing with high
analytic sensitivity.
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