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1 |EREANERIES JTK 7V =y 7 HEE TR HX LD-MA, LD-GKsh, p53, PTEN, CDC6shRNA, pl6, TRAIL Ly
2 | RAEEE A AR ERAE L 2 — BB X p53, pl6, PTEN, RBI, SMAD4, ARID1A, CDC6, # > V.-, KRAS, MDM2, CDK4, BRAF, LV
GENE W7 V=v7 PIK3CA, IL-6
3 |EEENMEHE LS REARLZ )=y T SRRUER R e X p53, pl6, PTEN, GATA3, CDC6, EZHZ, H i ¥ Ui, MDM2 LV
4 |EEEAEHbDNE S HRARZ Y =y 7% SRORUER A e X CDC6shRNA, pl6, p53, PTEN, TRAIL LV
5 | —FEEARGES B AFRZ YV =y SRRUER R e X p53, pl6, PTEN, TRAIL, RBI, SMAD4, APAF-1, FBXW7, ARIDIA, IL6, CDC6, PIK3CA, AKT, LV
CDK4, PSMD10, KRAS, XIAP, BRAF, MDM2, mTOR, PSMD1OW
6 |[ERIEANERS V27 ) =7 BAKE BB X p53, PTEN, pl6, TRAIL, CDC6shRNA LV
7 |ECcIT 2 =v BB AR X p53, PTEN, CDC6shRNA, pl6, TRAIL LV
8 |EBIEAFAERR A= 2T Y=y s*! FUL AR AR X JG-1, E10A AdV
9 BT V=v7 BT R X E10A AdV
10 (Mo 2 V=w 2T VARNTT « AL 5T HOL AR SR X PTEN LV
11 [y V=2 HURCER R H X p53, pl6, Cdc6shRNA, TRAIL, PTEN, GKsh(Gankyrin) Ly
12 |ERENEEES S V=v7 HULHR A X p53, CDC6, pl6, PTEN, GK, GK+p53, EZH2, GATA3, Rb, RA538 LV
13 |EREENMEREERS FHY AT A IV V=) LA EP X Gendicine, CDC6shRNA AdV, LV
14 |EFRENERS iR )=y SRR X p53, PTEN, CDC6, pl6, TRAIL LV
15 [HfREXA 7 =7 NE SRR T LD-MA (p53, CDC6sh, pl6, PTEN) LV
TN EYY PR IR 1 05 7 p53, TRAIL, PTEN, pl6, CDCBshRNA LV
17 |BEFRENLAGOM 741 77 U=y Zif [y 5ae ANa p53, pl6, PTEN, CDC6shRNA, TRAIL LV
18 |EWRENAEAT LY a v AT 4 INTT TR H R p53, pl6, PTEN, TRAIL, CDCBshRNA LV
A PV E Xy
19 |[—MAEEEARES A HEPATRZ U=y TN A R p53, pl6, PTEN, TRAIL, RBI, SMAD4, APAF-1, FBXW7, ARID1A, IL6, CDC6, PIK3CA, AKT, LV
CDK4, PSMD10, KRAS, XIAP, BRAF, MDM2, mTOR, PSMD1OW
20 |EFEEANEA S AR TR d R E10A AdV
21 | fRAERE A AR E R E Y 2 — PNV PN p53, pl6, PTEN, RBI, SMAD4, ARID1A, CDC6, # V.-, KRAS, MDM2, CDK4, BRAF, LV
GENE K27 V=2 PIK3CA, IL-6
22 | —AENEARGS KRRDBAF R Y =7 PN PN G p53, pl6, PTEN, TRAIL, RBI, SMAD4, APAF-1, FBXW7, ARIDI1A, IL6, CDC6, PIK3CA, AKT, LV
CDK4, PSMD10, KRAS, XIAP, BRAF, MDM2, mTOR, PSMD1OW
23 |EFEANTAERK KRV =y NS PN JG-1, E10A AdV
24 |EFENEES Bk U=y NS PN p53, PTEN, CDC6, pl6, TRAIL LV
25 [WHCS7 U=y KB E T E10A AdV
26 |EEEAAMHFEBE FREARRs )=y LA R p53, pl6, TRAIL, PTEN, CDC6 LV
21 |EEENEES FR7 7T 7 V=7 EERA RN CDC6, GK, pl6, p53, PTEN, RB1, SMAD4, KRAS, EZH2, GATA3, p53+GK, PIK3CA LV
28 |ERENEFFLOE OANWI D=y EERAET p53, P16, TRAIL LV
29 |EEEANESS AT 7 V=v7 B HUR S BT p53, pl6, PTEN, TRAIL, RBI, SMAD4, APAF-1, FBXW7, ARID1A, IL6, CDC6, PIK3CA, AKT, LV
CDK4, PSMD10, KRAS, XIAP, BRAF, MDM2, mTOR, PSMD1OW
30 |EEIEANSIEE SR —2FT 0V =v0 & e AL TN T RT181, p53, pl6, TRAIL, PTEN, CDC6shRNA LV
31 |EFREAN Fuvenant HAREEY U= 7 8 [t U A o] p53, pl6, PTEN, TRAIL, CDC6shRNA LV
32 | —MALEE NS mANAFRS U=y 8 [if] U A e p53, pl6, PTEN, TRAIL, RBI, SMAD4, APAF-1, FBXW7, ARIDI1A, IL6, CDC6, PIK3CA, AKT, LV
CDK4, PSMD10, KRAS, XIAP, BRAF, MDM2, mTOR, PSMD1OW
33 |EREN S V=vY JEE IR W R Iy p53, pl6, PTEN, TRAIL, CDC6shRNA LV
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