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Mort Name of the entity Included entites Excluded entites
alty
tabul
ML Cholera 1400 - Cholera
M2 Other bacterial ntestinal infectious  1A00-1A0Z - Bacterial ntestnalinfections 1400 - Cholera
v 14101412 -
M4 Other and unspecified nfectious  1A20-1A22 - Viral intestinal nfections | 1A30-1A3Z infections | colits
d coltis fecti *
s syphiis 1460-1462 - Syphils
6 1810+
M7 Tuberculosis f other rgansand  1810-1812 - Tuberculosis | 1680 - Sequelse of tuberculosis 1810- Tuberculosis of the respiratory system
systems,sequelae and unspecified
e plague 1693 - lague
M9 Whooping cough 1€12 - Whooping cough
MI0 Tetanus 113 - Tetanus
M1 Diphtheria 1€17- Diphtheria
M12 Meningococcal disease 1C1C- Meningococeal disease
i3 t otherwise specified shock | 1641 shock
14 Human 160 - Human tuberculosis
disease with tuberculosis
IS Human 1¢61.- Human mataria
disease with malaria
M6 Human 1¢62- Human mataria

disease without mention of
tuberculosis or malaria
M17 Poliomyelitis

M8 Rabies

M19 Dengue

M20 Yellow fever

M21 Zika virus disease

1681 - Acute poliomyelits | 1683 - Sequelae of poliomyelitis

1082 - Rabies

1020-1022 - Dengue

1047 - Yellow fever

1048 - Zika virus disease

1D40-1042 - Certain
d

-borne vira fevers | 1086 - Viral haemorrhagi fever, not elsewhere classiied | 1061

1047 - Yellow fever | 1048 -Zika virus disease

and viral el

M23 Ebola disease

M24 Influenza

M25  Acute hepatitis A

M26  Viral hepatitis B

M27  Viral hepatitis C

M2 Other and unspecified viral hepatitis

M29 Measles

M30 Malaria

M31 African trypanosomiasis

M32 Chagas disease

M33 Leishmaniasis

1060.0- Ebola disease

16301632 - Influenza

1E50.0- Acute hepatitis A

1E50.1 - Acute hepatitis B | 1E51.0 - Chronic hepatitis B

1€50.2 - Acute hepatitis C | 1E51.1 - Chronic hepatitis C

fever

1650.3 - Acute hepatitis D | 16502 - Acute viral hepatitis, unspecified | 1€51.2 - Chronic hepatitis D | 1€51.2 - Chronic

viral hepatitis, unspecified | 1E5Z - Viral hepatiti

unspecified | 1€50.4 - Acute hepatitis € | 1€50.Y - Other specified

acute viral hepatitis | 1€51.3

1703 - Measles

1F40-1F42 - Malaria

1751 African trypanosomiasis

1753 - Chagas disease

1754 - Leishmaniasis

M35 COVID19

EJEsLy-

o hepatitis

RAOL-COVID-19 |
condition

with COVID-19 | RA2 - Post COVID-19

F12E%R, ERRUERSABS

EER/A3 -2

#7(2025)%2A28H

Expanded codes

1800

1A01,1A02,1A03.0,1A03.1,1A03.2,1A03.3,1A03.Y, 1A03.2, 1A04, 1A0S, 1A06,1AD7.0,1A07.Y,1A07.2,1A08,1A09.0,1A09.Y,1A09.2,1A0Y, 140

1A10,1A11.0,1A11.1,1A11.2,1A12,1A13,1A1Y, 1A1Z

1A20,1A21,1A22,1A23, 1424, 1A2Y,1A27,1A30,1A31, 1A32, 1A33.0,1A33.1,1A33.Y,1A33.2,1A34, 1A35, 1A36.00, 1A36.01, 1A36.02,1A36.10,1A36.11,1A36.12,1A36.1Y,1A36.2,1A3Y, 1A3Z,1A40.0,1A40.2

1A60.0,1A60.1,1A60.2,1A60.3,1A60.4,1A60.5,1A60.2,161.0,1A61.1,1461 2, 1A61.3,1A61.4,1A61.5,1A61Y, 1A61.Z,1A62.00,1A62.01,1A62.02,1A62.1,1A62.20,1A62.21,1A62.22,1A62.2Y,1A62.22,1A62.Y,1A62.2,1A63, 1467

18100,1810.1,18102

1680,1811.0,1811.1,1811.2,1811.3,1811.4,1811Y,18112,1812.0,1812.1,1812.2,1812.3,1812.40,1812.41,1812.4Y,1812.47,1812.5,1812.6,1812.7,1812.8,1812.Y,1813.0,1813.1,1813.2,1813.¥,1813.2,1814,181Y,1812

1893.0,1893.1,1893.2,1893.3,1893.,1893.2

101201C12.11C12.¥,1C12.2

113

1€17.00,1€17.0Y,1C17.02,1C17.11C17.2 1C17.31C17.¥ 1C17.2

1C1C0,1C1C.1,1C1C.20,1C1C2Y,1C1C2ZACICYACICE

16401641

1C60.0,1C60.1,1C60.2,1C60.30,1C60.3Y,1C60.32,1C60.2

1C61.0,1C61.1,1C61.2,1C61.30,1C61.3Y,161.32,1C61.2

1€62.0,1062.1,1062.2,1062.3,1C62.2

1C81,1683

1082

1020,1021,1022,1022

1047

1D86,1062.0,1040,1D41,1042,1043,1D44,1045,1046,1049,1D4A, 1048, 1D4C, 104D, 1DAE, 1D4Y,1D4Z,1061.0,1061.1,1D61.2,1061.3,1D6..Y, 1061.

1D60.00,1060.01,1060.02,1060.03, 1060.0Y,1060.02

1630,1€31,1€32

16500

1€50.1,1€51.00,1651.0,1€51.02

1650.2,1651.1

1650.3,1650.2,1651.2,1651.2,1€57, 16504, 1ES0.Y, 16513 1ESLY

1F03.0,1F03.1,1F03.2,1F03.Y

1F40.0,1F40.Y,1F40.2,1F41.0,1F4LY,1F41.2,142.0,1F42.Y,1F42.2,1F43,1F44,1F45, 1FZ

1F51.00,1F51.0,1F51.07,1F51.10,1F51.1Y,1F51.12,1F51.Y,1F51.2

1F53.1,1F53.2,1F53.3,1F53.4,1F53.Y,1F53.2

1F54.0,1F54.1,1F54.2,1F54.2

1786.0,1F86.1,1786.2,1F86.3,1786.4,1F86.5,1786.2

RAO3,RA02RAOLORAOL 1

Used IcD.
version:2







M36 Other infectious diseases. 1A70-1A72 - Gonococcal infection | 1A80-1A8Z - Sexually transmissible infections due to chlamydia | 1490 - Chancroid | 1893 - Plague | 1C12-Whooping cough | 1C13-  1A90,1A91,1A92,1A93, 1A, 1A92,182Y,1822,1060.Y, 1D60.2,1063,1064,1D65,1D6Y,1D67,1FO1,1F04, FOY, 1FOZ, 1F50, 1F52, 1F55, 1FS6, 1F58, 1FSZ, 1F91,1F97, 162Y, 1627, 1G81,1682, 1685, 1G8Y,1684,1A70.00,1A70.0Y,1A70.07,1A70.1,1A70.Y,1A70.2,1A71,1A72.0,1A72.1,1A72.2,1A72.3,1A72.4,1AT2.Y, 1AT3, 1A7Z, 1A80,1A81.

1A91 - Granuloma inguinale | 1A92 - | | Tetanus | 117 - Diphtheria | 1C1C - Meningococcal  0,1A81.1,1A81Y,1A81.Z,1A8Y, 1A82,1A94.0,1A94.1,1A94.,1A95.0,1A95.1,1A95.2,1820.0,1820.1,1820.20,1820.21,1820.3,1820.7,1821.0,1821.1,1821.20,1821.2Y,1821.27,1821.3,1821.4,1821.Y,1821.2,1840.0,1840.Y,1840.,1841.0,1841.10,1841.1¥,1841.17,1841.2,1841.Y,1841.2,1842,1850,1851,1853, 1854,185Y 1852,
1495 - Anoge | 180v - o Infection disease | C1G. Lyme borlois | 1C1H- Necroising 167000187001 1670 02 670 01,1670 118702 1670318701670 16710, 167111671 2,1871Y671.21872.01672.11672 218721672 21873 01673.1673.2 1873, 1673 1674017411674 £ 16750 1875.1,1675.2,187.3 1675 4, 1671,1690.0,1690.1 1691, 1692,1694.0,1864., 169421695, 1896,1637.16.

| 1492 - Predominantly sexualy transmitted infections, unspecified | 1820 - Leprosy | 1821 tonon- | 1CLI - Relapsing fever | 1F86-  95,1899,1894,1892,1C10.0,1C10.1,110.2,1C10.3,1C10.Y,1C10.2,1C11,00,1C11.01,1C11.1,1C11Y,1C16,1C18,1C19.0,1C19.1,1C1A0,1C1A.1,IC1AY,1C1AZ, 1C18.0,1C1B.1,1C1B.Y, 1C18.2,1C10.0,1C1D.1,1C10.2,1C10.3,1C1E.0,1CIE.1,1C1IE.2,1C1E.3, IC1F,1C20,1
bercul b | 182v- o bacterial | unspecified | | 181 - Acute poliomyelitis | 1C82 - €30.1,1C30.2,1C30.3,1C30.Y,1C30.2,1C31.0,1C31.1,1C31.2,131.3,1C31Y,1C31.2,1C32,133,1C3Y,1C37,1C40,1C41,1C42,1C43, 1C44,1C45.0,1C45.1,1C45.,1C45.2,1CAY,1C47,1060.10,1D60.11,1060.1Y,1060.12,1062.1,1062.2,1062.Y,1062.2,1080.0, 1DS0. 1.msa.z,mxoa.msa.4,mxov.msx.a,mxn 1.msx.v,mxn 1,1
1840-1857 - Cert | 1870-187Y theskinor  Rables | 1C14- Obstetrical tetanus | 1C15 - Tetanus  D82.0,1D82.1,1D82.Y,1082.2,1083, 1D84.0,1084.1, 1D84.Y, 1084.2,1085.0,1085.1,1085.2,1D85.3,1085.4, 1D5.Y,1085.2,1090,1091,1092,1093, 109, 1092, 1E1Y, 1E1Z,1E70,1€71,1E72,1€73, 1E74,1E75, 1€76,1E7Y, 1672, 1£80.0,1€80.1,1E80.Y, 1E81,1E82.0, 1E83, 182, 1£90.0,1E90.1,1E90.2, 1E0.Y, 1€91.0,1E91.1,1£91.2, 1€91
subcutaneous tissues | 1890-189Z - Ce | 1€10-1¢47 - Other 11060.1-  neonatorum | 1D62.0 - Haemorthagic fever with renal 3,1E91.40,1€91.41,1E91.4Y,1€91.5,1E91.Y,1£91.2,1F00.00, 1F00.01,1F00.02,1F00.03,1F00.0Y, 1F00.10,1F00. 11,1F00. 1Y, 1F00.12,1F00.20,1F00.21,1F00.3, 1F00.Y,1F00.2,1F02.0,1F02.1,1F02.2,1F02.Y,1F05.0,1F05.1,1F05.2,1F05.3,1F05.Y,1F20.00,1F20.01, 1F20.02,1F20.0Y,1F20.10,1F20.11,1F20.12,1F20.13,1F20.14,120.15,1
e 1 1060.2 11062+ syndrome | 1D86 Viral haemorrhagic fever, not F20.1Y,1F20.2,1F21,1F22,1F23.0,1F23.10,1F23.11,1F23.12,1F23.13,1F23.14,1F23.15,123.16,1F23.1Y,1F23.12,1F23.2,1F23.30,1F23.31,1F23.3Y,123.32,1F23.Y,1F23.2,1F24, 1£25.00,1F25.01,1F25.10,1F25.11,1F25.12,1F25.1Y,1F25.2,126,1F27.0,1F27.1,1F27.2,1F27.,1F27.2,1F28.0,1F28.1,1F28.2,1F28.3,1F28.4,1F28.5,1F
| { 11065 - Severe acute  elsewhere classified 8.Y,1F28.2,1F29,1F2A.0,1F2A.1,1F2A.Y,1F2A.Z,1F28,1F2C,1F2D.0,1F2D.1,1F2D.2,1F2D.3,1F2D.4,1F2D.5,1F2D.,1F2E.0,1F2€ 1,1F2E.Y,1F2€.Z,1F2F 1F2G.0,1F2G.Z,1F2H,1F2).0,1F2).1,1F2).2,1F2).3,1F2).Y,1F2).Z,1F2K,1F2L.0,1F2L.1, 1F2LY,1F2L.Z,1F2Y,1F2Z,1F57.0,1F57.1,1F57.2,1F57.3,1F57.Y,1F57.2,1F60.0,1F60.1,1F60.Y,
| 106Y - s | 1D6Z - Zoonotic viral disease, virus unspecified | 1F60.2,1F61,1F62,1F63.0,1F63.Y,1F63.2,1F64, 1F65,1F66.0,1F66.1,1F66.2, 1F66.30,1F66.31, 1F66.32,1F66.37,1F66.4, 1F66.Y,1F66.2,1F67,1F68.0,1F68.1,1F68.2,1F69,1F6A.0,1F6A. 1, 1F6A.Y, 1F68, 1F6C, 1F6D, 1F6E, 1F6F, 1F6G, 1F6H, 1F6Y,1F62,1F70.00,1F70.1,1F70.Y,1F70.2,1F71,1F72,1F73.0,1F73.1,1F73.2,1F73.3,1F73.Y,1F73.2
1080-1612 - Cetai other vira discases \1570 mz Infections due to poxvirus | 1680-1E8Z - Human papillomavirus /1F74,1F75,1F76.0,1F76.1,1F76.Y,1F76.2,1F7Y,1F72,1F80, 1F81,1F82, 1F83,1F84, 1F85, 1F8Y, 1F82, 1F90.0,1F90.1,1F90.2,1F90.Y, 1F90.2,1600.0,1G00.1,1600.2,1601.0,1G01.1,1601.2,1601.3,1GO1.Y, 1G01.Z,1602,1603,1604.0,1G04.1,1G04.Y,1605,1G06, 1G07.0,1G07.Y,1G0Y,1G0Z, 1C80, 1C83,184, 1C85, 1C86,1C57,1C88, 189,
Infection of skin or mucous membrane | 1 1.2 - Varicella zoster virus infections | 1F00 - Herpes simplex infections 1C8A,1C88,1CEC, 1CED, 1CBE.1,1CBE.2,1CE.,1CE.Z,1C8F,1C8Y, 1C82,1000.0,1000.1,1000.2,1000.Y, 1000.2,1001.00,1001.0,1001.0Z,1001.10,1001.1Y,1001.12,1001.2,1001.3,1D01.Y,1001.2,1002.0,1002.1,1002.2,1002.3,1D02.,1002.2,1003.0,1003.1,1003.2,1003.30,1003.31,1003.32,1003.3,1003.3,1003.32,1D

| 1F01 - Roseola infantum | 1F02 - RubeHa nrm Erythema infectiosum | 1705 - Picornavirus infections presenting in 03.4,1D03.5,1D03.Y,1003.,1004.0,1004.10,1004.1Y,1D04.12,1004.2,1D04.3,1004.4,1004.5,1004.,1004.2,1005.0,1005.1,1005.Y,1005.2,100Y,1002

the skin | 1F0Y -
| 1602 - Vil infections characterised by skm or mucous membrane lesions, unspecif
| 1F¢ b 13 { I

d IlFZO—lFZI—Mvmws \ ,;50,
11

13 to nemamdes 11770 1F71 D-seam
due to cestodes | 1F80-1F82 - Diseases due to trematodes mso Omerand nspecied nfestaton by parastc warms
11691 |

unspeci
ectoparasites | 1G2Y - 11622 11¢ quelae of
trachoma | 1682 - sequelae atlprosy | 1685 - Sequelae of diphtheria | 1G8Y - Sequelae of other 5pe:med mlemous
diseases | 1684 - Sequelae | 180-182 - Viral 111000-1002 -

Non-viral and unspe:med nfections of the central nervous system

M37 Neoplasms of brain or central nervous 2A00-2A02 - Neoplasms of brain or central nervous system 2A00.00,2A00.0,2A00.0, 2A00.10,2A00.11,2A00. 1Y,2A00.12,2A00.20,2A00.21,2400.22,2A00.2Y,2A00.27,2A00.3,2A00.4,2A00.5,2A01.00,2A01.0Y, 2A01.0,2A01.1,2A01.2,2A02.00,2402.0¥, 2A02.0,2A02. 10,2A02. 11,2A02.12,2A02.1Y,2A02.12,2A02.2,2402.3,2002.4,2A0
system
M38 Myeloid Neoplasms 21202822 neoplasms | 24302432 | 2840-2802 2420.00,2420.01,2420.02,2A20.03,2A20.0Y,2A20.02,2A20.1,2A20.2,2A20.3,2A20.4,2A20.5,2420.Y,2420.2,2421.00,221.0Y,2021.07,2A21.10,2A21. 1Y, 2A21.2,2A21.3,2A21.Y, 2621 1 3283, s AI0,2A41,2042.0,2042.Y,2A42.2,2A43,2A44,204Y, 2047, 2AB0.0,2A50
1 260~ d related pr P 1,2A60.20,2A60.2,2A60.22,2A60.30,2A60.31,2A60.32,2460.33,2A60.34,2460.35,2460.36,2460.37,2A60.35,2A60.39,2A60.3Y 2A60.37,2A60.40,2A60.41,2A60.4Y,2A60.4Z,260.5,2A60.Y,2460.2
M39 Lymphoid Neoplasms 2A70-2472 - Precursor lymphoid neoplasms | 2A80-2A8Z - Mature B-cell neoplasms | 2A90-2827 - Mature T-cell or NK-cell 2A70.0,2470.1,2470.Y,2A71,2A72,2A80.0,2A80.1,2A80.2,2A80.3 2 2A82.Y,2A82.2,2A83.0,2A83.1,2A83.2,2A83.3,2

80.4,2A80.5,2A80.6,2A80.Y,2A80.7,2AB1.0,2A81.1,2A81.2,2A81.3,2A81.4,A81.5,2A81.6,2A81.7,2A81.8,2A81.9,2A81 A 2ABLY 2A81.7,2A82.00,2A82.0Y, ZABZ 02,282.10,2A82.1Y,2A82.17,2A82.2,2A82.3,
2A90.

neoplasms | | 83.4,2A83.50,2A83.51,2A83.52,2A83.Y,2A83.2,2A84.0,2A84.1,2A84.2, 2A84.Y, 2A84.7. ZABS ﬂ ZABS 1 ZABS 2 ZABS 3 ZABS A, ZABS 5,2A85.6,2A85.Y,2A86.0,2A86.1,2A86.2,2A86.Y,2A86.2,2A82,2A90.0,2A90.1,2A90.2,2A90. 4,2A90.5,2A90.6,2A90.7,2A90.8,2A90.9,2A90.A,2A90.8,2A90.,2800,2801,2802,2803.0,2803.
1280 0.2830.10.2830.1.2830.12.2830.13.2830.1
M40 Other neoplasms of the 2461 - Acute leukaemias of ambiguous lineage | 2A50-2A5Z - Myeloid and lymphoid neoplasms with eosinophilia and A61,2837,2A50,2A51,2A52,2A52,2631.0,2831.1,2831.20,2831.2Y,2831,3,2831.4,2831.5,2831.6,2831.7,2831.Y,2831.2,2833.0,2833.1,2833.2,2833.3,2633.4,2833.5,2833,
ues  abi GFRA, 12831 % | |
e 12832 o wes,
unspecified
Ma1 Malignant neoplasms of lip, oral cavity 2860-2B6 - Malignant neoplasms of lip, oral cavity or pharynx 860.0,2860.1,2860.Y,2860.2,2861.0,2861.Y,2861.2,2862.0,2862.10,2862.Y,2862.2,2863.0,2863.,2863.2,2864.0,2864.Y,2864.2,2865.0,2865.1,2B65.Y,2865.,2866.0,2866.Y,2866.2,2867.0,2867.1,2867.Y,2867.7,2868.0,2868.1,2868.2,2868.2,2869.0,2869.1,2869.7,2864.0,2864.Y,286A.2,2868.0,2868.1,2868.20,2868.21
or pharynx 868.2Y,2868.22,2665.Y,2868.2,286C.0,286C.Y, 286C.,286D.0,2860.Y,2860.2,286E.0,2B6E.Y,286E. 6
ma2 phag, oesophag 2870.00,2870.0Y,2870.02,2870.1,2870.Y,2870.2
ma3 stomach stomach 2872.02672.1,2672.Y,2872.2
maa large 2 ‘anus or anal canal | 2890-289 - Malignant neoplasms of large intestine 2€00.0,2€00.1,2000.2,2€00.3,2C00.Y,2C00.,2890.00,2890.0¥,2890.02,2890.10,2890.1¥,2890.12,2890.20,2890.2Y,2890.22,2890.30,2890.3Y,2890.32,2890.Y,2890.7,2891.0,2891.,2891.2,2892.0,2892.1,2892.¥,2892.7,2893.0,2893.Y,2893.2,289Y
intestine, anus, and anal canal
mas pancreas 2 pancreas 201002€10.1,2€10.Y,210.2
mas liver or 2 liver or intrahep: ducts 12.00,2€12.01,2€12.02,2€12.03,2C12.0,2C12.10,2C12.1¥,2C1
intrahepatic bile ducts
ma7 gallbladder  2C gallbladder | 2C14 - Malignant neoplasms of proximal biiary tract, cystic duct | 2C15 2C13.02C13.¥,2013.7,2C14.0,2C14.1,2C14.2,2C14.,2C14.22C15.0,2C15.1,2C15.2,2C15.,2C15.2,2C16.0,2C16.1,2C16.Y,2C16.22C17.0,2C17.1,2C17.2,2C17.,2C17.2,2C18.0,2C18.1,2C18.2,2C18.Y,2C1
and biliary tract bilary tract, | 2¢: ‘ampulla of Vater | 2C17 - Malignant
neoplasms of other biliary tract | 2C: perihilar bile duct
mag larynx 2 larynx 3.10,2023.1,2023.20,2C23. 3.30,2023.31,2023.3Y,2C23.4,2C 3
mag bronchus o 2C: bronchus or lung 02251, c: 42c c:
lung
M50 Malignant neoplasms of skin 2C30-232 - Malignant neoplasms of skin 0.0,2030.1,2030.2,2030.3,2C30.Y,2030.2,2€31.0,2031.1,231.2,2032.0,2C32.1,23; C32.2,2033,2034,23: c3:
MS1 Malignant neoplasms of breast 2C60-2€62 - Malignant neoplasms of breast 2060,2061.0,2061.1,2C61.2,261.3,261.4,2C62,2C63,2C64,2C65,2C6Y,2C67
M52 Malignant neoplasms of cervix uteri 277 - Malignant neoplasms of cervix uteri 2077.02€77.1,2C77.2,2C77.3,2C77.4,2C77.2
ms3 other parts of 2C corpus uteri | 2C78 uterus, | 2672 - Malignant 2C78,2076.0,2C76.1,2076.2,2C76.3,2C76.40,2C76.41,2C76.42,2C76.43 2C76.Y,2C76.2,272.0,2C72.12C72.3,2C72.Y,2CT2.2.2CTA.02CTA Y 2014 2
uterus neoplasms of uterine ligament, trium, or uterine adnexa | 2C74
msa ovary 2 ovary 3.00,2C73.01,2073.02,2C73.03,2C73.04,2C73.0Y,2C73.02,2C73.1,2C73.2.2C) 34,26 3,26
mss prostate 2 prostate 2082.02082.¥,2082.2
(3 kidneyand  2c: Kidney, except renal pelvis | 2C91 - Malignant neoplasms of renal pelvis 2€90.0,2090.¥,2090.2,2091.0,2091Y,2091.2
renal pelvis
MS7  Malignant neoplasms of bladder 2094 - Malignant neoplasms of bladder 2094.0,2094.1,2094.2,2094.Y,2094.2
M58 Malignant neoplasms of il-defined or - 2040-204 - Malignant neoplasms of ill-defined or unspecified primary sites 2040,2041,2042,2043,204Y,204

unspecified primary sites




M9 ignant neoplasms neoplasms of | 2881 - Malignant | 20 - Other specified 1D52,2C84,2C87,2880.00,2880.01,2880.0Y,2880.02,2880.10,2880. 11,2880, 1Y,2880.12,2880.20,2880.21,2880.2Y,2880.,2880.2,2881,00,2881.2,2881.Y,2881.2,2C11.0,2C11.1,2C11.2,2€11.2,2€20.0,2€20.1,2€20.2,2€20.3,220.4,220.Y,2C20.
mallgnam neoplasms of intestine | 2C02 Malignant neoplass o ntestine, nspeciied | 211 Vilignant neoplasms of 1.0,2021.1,2€21.2,2C21.Y,2€21 0,2622.10,2€22.1¥,2C: 3, 4.02024.1,2024.2,2C24.Y,2C24.2,2€26.0,2C; 6. 0.2c27.1, c: 8.0,2028.1,2C28.2,2029.0,2029.1,2C29.2,2€40,2C41 0,2€50.,2€50.2,2€51.0,2€51.1,2C51,
othe | 2€12- Malignant neopl , unspecified | 2C20 - Malignant 1.22,2051.Y,2051 0.2c 3.0,2053.1,253.Y,2C53.2,2C 92.0,2092.Y,2€9; 93.2,2C93.Y,2€93.2,2€95.0,2€95.1,2095.2,2095.Y,2€95.2,2000.0,2000.1,2000.2,2000.,2000.2,2001.0,2001.1,2D01.Y,2001.2,2002.0,2002.1,2002.2,2002.Y,2002.2,2003.0,2003.1,200:
neoplasmsoinas@\cavny 1 2621 - Malignant neoplasms of middle ear | 2€22 - Malignant neoplasms of accessory sinuses Zzwavznoaz_znmzwsoznosvzwsnwsoznosnwsamosa D06.Y,2006.2,2007.0,2007.1,2007.2,2007.,2007 0,2010.1,2010.2,2010.3,2010.4,2D10.Y,2010.2,2011,0,2011.1,2D11.2,2D11Y,2011.2,2D12.0,2012.1,2D12.,201 072,20 0,2080
| 2€24 - Malignant neoplasms of trachea | 2C26 - Malignant neoplasms of the pleura | 2€27 - Malignant neoplasms of 083, 091 E01,2602,2603, 2E04,2605.0,2E05.Y,2E05.2, 2606, 2607, 2608, 2609, 2E0Y, 2660.0,2660.1,2660.2,2661.0, 2661, 1,2661.2,2661.3,2661.Y,2661.2,2662.0,2662.1,2£62.2,2E62.Y,2662.7,2663.00,2663.02,2663.1, 2663.Y,2663.2,2664.00,2E64.01,2664.0Y 2664.02, 26
thymus | 2€28 - Malignant neoplasms of heart, mediastinum or non-mesothelioma of pleura | 2C29 - Malignant 64.1,2664,2,2664.Y,264.2,2665.0,2E65.1,2E65.2,2665.3,2665.4,2E65.5,2E65.Y,2665.2,2£66.2,266.Y,2666.2,2E67.0,2667.11,2E67. 12,2667.13,2E67.22,2E67.2Y,2E67.22,2667.3,2E67.40,2667.41,2E67.5,267.6, 2668, 2E69,266A.0, 266, 1, 2EGA.Y, 2E68, 0,2670.1,2€70.2,2C70.Y,2€70.2,2C71.0,2C71.1,2C71.2,
neoplasms of other or ill-defined sites i the respi | 2c2v- pecified malignant 2C71.Y,2071.2,2080.2,2C80.Y,2C80.2,2C81.0,2€81.1,2C81.Y,2C81.2,2C83.0,2C83.Y,2C83.2,2060.0,2D60.1,2060.2,2060.3,2060.4,2060.5,2060.Y,2060.2,2061,2067
neoplasms of middle ear, respiratory or intrathoracic organs | 2C2Z - Malignant neoplasms of middle ear, respiratory or
Intrathoracic organs, unspecified | 2C40-2C4Z - Malignant neoplasms of peripheral nerves or autonomic nervous system |
C50-252 - Malignant neoplasms of retroperitoneum, peritoneum or omentum | 2C79 - Malignant neoplasm involving,
overlapping sites of female genital organs | 2C7Y - Other specified malignant neoplasms of female genital organs | 2C7Z -
Malignant neoplasms of female genital organs, unspecified |zcez Mahgnam neoplasms of ureter | 293 - Malignant
neoplasms of urethra d | 2c veoplast sites of
2C9Y - Other specified malignant neoplasms of urinary tract |zcez Mahgnan( neop\asms of urinary tract, unspecified |
2000-2002 - Mahgnam neoplasms of eye | |
203Y - Other malignant neoplasms, stated or presumed to be primary, of speu(ed stes, exceptof Iymphmd
e related tissues |
oy, of specified sites, except of lymphoid, haematopoetic, central nervous system or related tissues, unspe:med |
2050 - Malignant neoplasm metastasis in brain | 2051 - Malignant neoplasm metastasis in meninges | 2052 - Malignant
neoplasm metastasis i spinal cord, cranial nerves or remaining parts of central nervous system | 2070-2072 - Malignant
neoplasm metastads n | system.
20¢ - Malignant neoplasm metastasis in retroperitoneum or peritoneum | 2600-260Y - Malignant neoplasm
metastasis in other sites | 2E60-2662 - In situ neoplasms, except of lymphoid, haematopoietic, central nervous system or
related tissues | 2C70 - Malignant neoplasms of vulva | 2C71 - Malignant neoplasms of vagina | 2C80 - Malignant
neoplasms of testis | 2C81 - Malignant neaplasms of penis. | 2C83 - Malignant neoplasms of scrotum | 2C84 - Malignant
neoplasms of other specified male genital organs | 2C82 - Malignant neoplasms of male genital organs, unspecified
2060-2D62 - Malignant neoplasm metastasis in lymph nodes
M0 Remainder of neoplasms 2680252 ot el | 2702672 2680.00,2£80.01,2680.02, 2E80.0Y,2680.02,2680.1,2680.Y, 2£80.,2681.00,2E81,01, 26810, 2E81,07, 2681 10,2681.11 2681, 1Y,2681.17, 2E81.20,2681.21 2E1.2V,2681.27,2E81.Y,2681.2, 2E82.0,2682.1, 2682.7,2E83,0,0683.1,2683.2,2683.3, 2£83.4,2683.5,2683.Y, 2£83.2,2684.0,2684.Y, 2E84.2,2685.0,2E85.1, 2E85.2, 2
Neoplasms of except of related tissues | 6.1,2686.2,2686.Y,2686.2,£87,2688, 2£69.0,2689.1,2689.Y, 2€¢ EBY,2682,2690.0,2690.1,2£90.2,2690.3,2690.4,2E90.5,2690.6,2690.7, 2690.8, 2E91.0,2691.1, 2691.7,2692.0,2692.1, 2692.2,2£92.3,2692.40,2E92.4Y,2692.47,2£92.5,2692.6,2692.7,2£92.8, 2£92.9,2692. A, 2692.Y,2692.2,200.0,2°00.1
27%0.292 except of related 12700.2,2F00.Y,2F00.2,2F01, 2FOY,2F02,2F10,220.00,2F20.0Y,2F20.1,2F20.20,2F20. zv,znu 27,2F20.3,2F20.Y,2F20.2 2F21.0,2F21.Y,2F22,2F23.0,2F23.Y,2F24,2F25, 27 26,2F2Y,2F22,2F30.0,230.1,2F30.2,2F30.3,2F30.4,2F30.5,2F30.6,230.Y,2F30.2,2F31.0,2F31.1,2F31.2,2F32.0,2632.1,2F32.2,0632.3,2F32.Y,2632.2,2 33,23
tissues. 4,2F35,2F36.0,2F36.1,2F36.2,2F36.3,2F36.4,2F36.Y,2F36.2,2F37.0,2F37.Y,2F37.2,2F3Y,2F32,2F5Y 2752, 2F70.0,2F70.1,2F70.2,2F70.3,2F70.4,2F70.5,2F70.Y,270.2,2F71.0,2F7L.1,2F71.2,2F71.3,2F71.8,2FTLY 2F71.2,2F72.1,2F72.2,2FT2.Y,2F73,2F74,2F75,2F76,2F77,278,2F79,2F TA.0,2FTAY 2FTA2,2F 78, 2FTC.2F TV, 272,25
90.0,2790.1,2F90.Y,290.2,2F91.0,291.1, 2FILY,2F92, 2793, 2F94,2795,2F96, 2797, 2F 9B, 2799, 2F9A, 2F B, 2FSC, 2F9Y 2F 92
me1 3A00.01,3A00.07,3A00.1,3A00.2,3A00.3,3A00.Y,3A00.2
M2 Other anaemias 3A00-3A03.Y | | 3450 - Thalassaemias | 3A51-  3A00- Iron deficiency anaemia 3A73,3A90,3A9Y,3A92,3A01.0,3A01.1,3A01.2,3A01.30,3A01.3Y,3A01.4,3A01.5,3A01.Y,3A01.2,3A02.0,3A02.1,3A02.2, 3A02.3, 3A02.,3A02.Y,3A02.7,3A03.0,3A03.1,3A03.2,3A03.3,3A03.40,3A03.41,3A03.42,3A03.4Y,3A03.5,3A03.6,3A03. 10.07,3A10.1,3A10.2,3A10.3,3A10.,3A10.2 3A1Y,3A20.0,3A20
| 13470 13A72- 1,3A20.2,3A20.3,3A20.4,3A20.5,3A20.Y,3A21.0,3A21.1,3A21.2,3A21.Y,3A2Z, 3A4Z, 3A50.00,3A50.01,3A50.02,3A50.03, 3A50.0Y,3A50.02, 3A50.1,3A50.2, 3A50.3,3A50.4,3A50.Y,3A50.2,3A51.0,3A51.1,3A51.2, 3A51.3,3A51.4,3A51.5,3A51.6,3A51.7,3A51.8,3A51.9,3A51.A,3A51.8,3A51.,3A51.7,3A60.0,3A60.1,3A60.,3A6 1.
13473 - C 1 3490 - Anaemia due di 1380v - 3A61.1,3A61.Y,3A612,3A67,3470.0,3470.10,3A70.11,3470.12,3A70.1Y,3A70.12,3A70.2,3A72.00,3A72.01,3A72.0Y,3A72.02,3A72.1,372.2 3A71.0,3A71.1, 3AT1.2 3ATLY,3A71.2
Other 1 3492 - Anaemias. unspecified | 3A71-
Anaemia due to chronic disease
ME3 Other diseases of blood or blood  3A80-3A82 | 3802 | 3493 - Acquired [EXS 3492,3A93,3A94,3C0Y,3C07, 3865,386Y, 3862, 3A91, 3A80.0,3A80.Y, 3AB0.2,3A81.0,3AB1. 1, 3AB1.2, 3AB1.Y,3A81.2, 3482, 3810.0,3810.1,3810.Y,3810.2, 3611.0,3611.Y,3611.2,3812,3813,3614.0,3814.1,3814.2,3614.2,3815,3617,3880.0,3881.0,3851.1,3881.2,3651.3,3881.4,3851.50,3881.51,3881.5V,3881.57, 38816, 388170,
forming organs Acute posthaemorrhagic anaemia | 3810-3812 - Congenital or constitutional haemorrhagic condition | 3880-3887 3881.71,3881.7Y,3881.72,3651.3,3881.9,3881.A,3881.B, 3881.C, 388L.Y,3887,3820,3821.0,3821.1,3821.Y,3621.2,3622, 362Y,3850.0,3850.1, 350.Y,3850.2, 3851, 3860.0,3860.1,3861.00,3861.0Y, 38611, 3861.Y,3861.2,3862.00,3862.01,3862.0Y,3862.02,3862.1,3862.2,3862.3,3862.4,3862.5,3862.Y,3862.2,3863.0,3863.10,
Diseases of spleen | 3COY - Other specified diseases of the blood or blood-forming organs | 3C0Z - Diseases of the blood 3863.1¥,3863.12,3863.Y,3863.2,3864.00,3864.01,3864.07,3864.10,3864.11,3864.12,3864.13,3864.14,3864.1Y,3864.2
or blood-forming organs, unspecified | 3820-382 - Haemorrhagic diseases due to acquired coagulation factor defects |
38503851 3860 purpura | 3861-
13863 13864 - | 3865 t
| 386Y - , purpura or I

3862 , unspecified | 3A91 - Congenital
methaemoglobinaemia

'4A00.00,4A00.0Y,4A00.02,4A00.10,4A00.11,4A00.12,4A00.13,4A00.14,4A00.15,4A00. 1Y, 4A00.12,4A00.2, 4A00.3,4A00.Y 4A00.Z,4A01.00,4A01.01,4A01.02,4A01. 03,4A01.04,4A01.05,4A01.0Y,4A01.07,4A01.10,4A01.11,4A01.12,4A01. 1Y, 4A01.17,4A01.20,4A01.21,4A01.22,4A01.23,4A01.2Y,4A01.27,4A01.30,4A01. 31,4A01
324A01 33,4A01.36,4A01.2,0A0 1,4A20.Y,4A20. ARADEAAAD A0 Y ANOZ4AHL00AAALOLAMLOZANL 10 AARL L ARALIYAML1ZANGL 0 ARLZ1 A1 2ZAMLY ANILZAARL 0AAAD 1AM 2ANKLEUARS D AAA3 AN 20043 1AAAD 2240452 ANKS3 A3 4,

13.Y,4A03.7,4A04.0,4A40.1,0A04.2,0A04.3,4A44.4,4AGA.5,4AGA.6,4A04.7,4A44.8,0A00.90,4A0.91,4A44. 92, 4AMA. 9V, AAGA. 57, 4AGA. AD,AAMA. AT, 0. A2, A4, AY AAG AZ,8A0.BO,0AG BY,4A4.BZ,AAA4.Y,4A4.2,4A45.0,4A45.1,4A45. 2 AAGS.3,4A45. 7, AARY,4AGZ, 4A60.0,4A60.1,4A60.2,4A60.Y 4A60.Z AAGLAAG2, AGY
AAEI 4A80.0,4A80.1,4A80.Y 4AB0.Z,4AB1,4AB2,4A83.0,4A83.1,4AB3.Y,4AB3.7,4AB4.0,0AB4.1,0A84.2,4A84.30,4A84.31,0A84.3Y,0A84,37,4AB4.4,4AB4.5,0AB4.6,ABA.Y,1ABA.2,4A85.00,4AB5. 01, 0A85.02,4A85.03,4A85.04,4A85. Y A5, oz ANG5.1,4A85.20,4A85.21,4A85.22,4ABS.2,4A8S.2,4AS5.304A8S.31 4AS5.32.0A8
5.Y,4A85.2,4ABY,4A87, 4B00.00,4B00,01,4B00.07.4800. 10,4800, 11,4800.17,4B00.Y,4BO1.00,4B01.01,4801.02,4801.03,4BO1.0Y,4B01.07,4B01.1,4801.2,4802.0,4B02.1,4802.2,4803.0,4B03.1,4803.7,4B04,4B0S, 4806, 4B07,4B0Y,4BOZ,4B20.0,4820.1,4820.2,4820.3,4B20.4,4820.5,4B20.Y,4820.2,4821,4822,4823,4824.0,4824.
1.4B24.Y.4820.7 4B2Y.4B40.0.4840.1.4BA0.2.4840.Y.4BA0.2 4BAY.4R4Z

MB4  Chapter 4: Diseases of the immune 04 - Diseases of the immune system
system

MBS Diabetes mellitus SA10-5A2 - Diabetes mellitus SAL05A11,5A12,5A13.0,5A13.1,5A13.2,5A13.3,5A13.4,5A13.5,5A13.6,5A13.7,5A13.Y 5A14, 1,5A20.2,5A21.0,5A21.1,5A21.2,5A22.0,5A22.1,5A22.2,5A22.3,5A22.Y SA: 35024
(3 infants, children 5851~ children 15852 - Acute 5850,5851,5852,5853,5854,5677
malnutition in infants, child | in infants, children or adolescents |
in adults | 5872 - Unspecified undernutrition
M7 Metabolic disorders 5C50-5022 - Metabolic disorders 0.00,5C50.01,5€50.02,550.0¥,5C50.02,5C50,10,5C50,11,5C50.12,5C50.1Y,5C50.12,5C50.20,5€50.21,5C50.2Y,5C50.22,5C50.3,5C50.4,5C50.5,5C50.6,5C50.70,5C50.71,5C50.7Y,5C50.7Z,5C50.8,5C50.9,5C50.A0,5C50.A1,SCS0. 0. 0. 10.AZ,5C50.8,5C50.C,5C50.00,5C50.DY,SC50.0Z,5C50.60,5C50.E1,5C.
50.6Y,5C50.6,5C50.F0,5C50.F1,5C50.F2,5C50.FY,5C50.FZ,5C50.6,5C50.Y,5C50.2,5C51.0,5C51.1,5C51.20,5C51.2Y,5C51 1.3,5C51.40,5C51.41,5C51.42,5C51.4Y,5C51.42,5C51.50,5C51 1.52,5C51.Y,5C51 100,552.01,5€52.02,5C52.03,5C52.0Y,552.02,5C52.10,5C52.11,5C52.1,5C52.1 "
€52.2,553,00,5C53.01,5C53.02,5C53,03,5C53.0Y,5C53.02,5C53.1,5C53,20,5C53.21,5C53.22,5C53.23,5C53.24,5C53.25,5C53.2Y,5C¢ 3.30,5053.31,5C53.3Y,5C53.32,5C53.6,5C53.Y,5C53.2,5C54.0,5C54.1,5C54.2,5C54.Y,5C54.2,5C55.00,5C55.01,5C55.0Y,555.07,5C55.1,5C° 1C55.2,5C56.00,5C56.01,5C
102,5C56.0,5C56.02,5C56.1,5C56.20,5C56.21,5C56.2Y,5C° 6.30,5056.31,5C56.32,5C56. 6.31,5056.32,5C56.4,5C56.Y,5C56.2,5C57.0,5C57.1,5C¢ 18.00,5C58.01,5C58.02,558.03,5C58.04,5C58.0Y,5C58.07,5C58. 10,5C58.12,5C58.13,5C58.1Y,5C58. 12,5C58.Y,5C58.2,5C59.00,5C59.01,5C59.0¥,5C
i '60.0,5C60.1,5C60.2,5C60.Y,5C60.2,5C61.0,5C61.1,5C61.2,5C61.3,5C61.40,5C61.4Y,5C61.47,5C61.5,5C61.60,5C61.61,5C61.62,5C61.62,5C61.Y,5C61 C63.0,5063.1,5063.20,5C63.21 1C63.21,5C6 1C63.2,5C64.00,564.0
(C64.1Y,5C64.12,5C64.20,5C64.21,5C64.2Y,5C64.27,5C64.3,5C64.40,5C64.41,5C64.42,5C64.5,5C64.6,5C64.7,5C64.Y,5C64.2,5C6) 0.0,5C70.1,5C70.Y,5C70.2,5C71, 1C73.0,5C73.1,5C 3,5 rA5c755c7s§c775c755c7v5c715cs0m5csomscsonz.5csﬂlscsozscsﬂiscsovscwz.scs

1.0,5C81.1,5C81.Y,5C81.2,5C8Y,5C82,5€90.0,590.1,5€90.2,5C90.3,5C90.4,5C90.5,5C90.Y,5C90.2,5000.0,5000.1,5000.20,5000.21,5000.2Y,5D00.22,5000.3,5000.Y,5000.2,5D01,5D0Y,5022

M88  Other endocrine, nutritional or 5A00-5A0Z - Disorders of the thyroid gland tem | 5A40-5A42 of glucose B5F, 585G, 5B5H,585),5870,5871,587Y,5C3 . 5A00.0,5A00.10,5A00.11,5A00.12,5A00.20,5A00.21,5A00.22,5A00.2Y,SA00.22,5A00.2,5A0L 0, SADL. 1 SADL.2, SAD1.Z SA02.0,5A02.1,5A02.2,5A02.3,5A02.4,5A02.5,5A02.6,5A02
metabolic diseases regulation or pancreatic internal secretion | SAS0-5A5Z - Disorders of the parathyroids or parathyroid hormone system | 03.1,5A03.20,5A03.21, 5A03.2Y,5A03.Y,5A0: 40.0,5A40.1,5A40.Y,5040.2,5A41, 1 3 a
5A60-5A62 - Disorders of the pituitary hormone system | 5A70-5A7Z - Disorders of the adrenal glands or adrenal hormone 60.0,5A60.1,5A60.20,5A60.2Y,5A60.22, SA60.3,5A60.Y,5A60.2 SA61.0,5A6L. 1 SA6L. 2, 5A6L.3 SAB1.40,SAB1.41,SA6L4Y,5A6 142, SA61.5,5A61.6 SAGLY,SA6Z SA70.0,5A70.1,5A70.2,5A70.3 SATO.Y SA70.Z,5A71.00,SA71.01,SA7LOY,5ATLOZ SATL L SATLY,SATL 054721, 15A74.,5A74.2,
system | SABO-5ABZ - Disorders of system | 5A90-5492 puberty | 5800-5802 5A75,5A76.0,5A76.Y,5A72, 5A80.0,5A80.1,5A80.2,5A80.3,5A80.4,5AB0.5,SABD.Y SAB0.Z SABLO SAB1.1, 5AB1 10,5491 500,5801,580° SE0Z,5810,5811,5812,5B1,5B55.0,5855. 1,5855.2,5855.3,5855.4,5655.5,5855.Y,5855.2,5856,0,5856.Y,5856.2,5857.0,5857.1, 5857.Y,5857.2,585A.00,
e 15810:581Y I'583v- end 5B5A.01,585A.02,5B5A.10,5B5A, 11,5854, 1Y,585A.12,585A.Y SB5A.2, SB5C.0,SBSC.Y,SB5K.0,5B5K, 10,5B5K, 1Y, SB5K. 12, 5B5K 2, SBSK.3,SB5K. 4,5B5K.5,SBSK.6,SBSK.7,SB5K.5,5B5K.9,SB5K.A SBSK.B,SBSK.Y,5B5K.2, SB60, 5861, 5862, 5863, 00,5881.01
diseases | 5832 , unspecified | 5855 defic 5856 - Vitamin C deficiency | 5857 - B90.0,5890.1,5690.2,5890.3,5B90.,5890.2,5891.0,5891.1,5891.2,5891.3,5891.4,5B91.5,5B91.Y,5B91.2, SBOY,5BIZ SC1Y,5C12, ¥ /5D40.02,5D40.Y,5040.2,5D41,5042,5D43,5D44,5D45,5D46
Vitamin D deficiency \5555 Vitamin € deficiency | 5859 - Vitamin K deficiency | 5854 - Vitamin B1 deficiency | 5858 -
5BSF -
\ |'585H 5851 -t | 585K
Mineral deficlencies | SB60-5862 - Sequelae of malnutrition or certain specified nutritional deficiencies | SB70 - Essential
5871 I'587v- o | 5BB0-5C12 - Overweight,
obes o | 5c3v 15c32 3
unspecified |
M9 Schizophrenia or other primary 6A20-6422 - Schizophrenia or other primary psychotic disorders 6A20.10,6A20.11,6420.12,6A20.17,6A20.20,6A20.21,6A20.22,6A20.22,6A20.Y,6A20.2,6A21.00,6A21.01,6A21.02,6A21.07,6A21.10,6A21.11,6A21.12,6A21 12,6A21.20,6A21.21,6A21.22,6A21.22,6A21 Y 6A21. 2,6 00,6A23.01,6A23.02,6A23.07,6A23. 10,6A23. 11,6A23. 12,6A23. 1
6A23.Y,6A23.2,6A24.0,6A24.1,6A24.2,6A24.2,6A25.0,6A25. 1 GA25.2,6A25.3,6A25.4,6A25.5,6A2,6

psychotic disorders

6C40.0,6C40.10,6C40.11,6C40.12,6C40.20,6C40.21,6C40.22,6C40.23,6C40.24,6C40.27,6C40.3,6C40.40,6C40.41,6C40.42,6C40.43,6C40.42,6C40.5,6C40.60,6C40.61,6C40.62,6C40.67,6C40.70,6CA0.71,6CA0.Y,6C40 2

=

Disorders due to use of alcohol 6C40 - Disorders due to use of alcohol

6C43.0,6043.10,6C43.11,6C43.12,6C43.20,6C43.21,6C43.22,6C43.23,6C43.22,6C43.3,6C43.4,6C43.5,6C43.6,6C43.70,6C43.71,6CA3.Y,6C43 2

=

Disorders due to use of opioids 643 - Disorders due to use of opioids



M72  Disorders due to other substance use  6C40-6CAZ - Disorders due to substance use

w73

w75

]

Dementia due to unknown or
d cause, and neurocognitive
isordersunspecifid

Other mental, behavioural or
neurodevelopmental disorders

Chapter 7: Sleep-wake disorders

6082 - Dementia, unknown or unspecified cause | 6E0Z - Neurocognitive disorders, unspeci

06 - Mental, behavioural or neurodevelopmental disarders

07 - Sleep-wake disorders

Lewy body disease

8A22 - Lewy body disease

impairment as a major feature

Multiple sclerosis

Other white mater disorders

Intracranial haemorrhage

Cerebral ischaemia

Stroke not known f schaeic or
haemorrhagic

8A21- atrophies |

| 8A2Y -

disorders wi

neurocogitive impairment a5 a malor feature | BA22 . isorders withneurocognitive mpalrment a5 a major featue,
if

unspecified
8A40 - Multiple sclerosis

8AU0-BAIZ - Multiple sclerosis or other white matter disorders

88008807 - Intracranial haemorrhage

88108812 - Cerebralischaemia

8820 - Stroke not known f ischaeic or haemorrhagic

Other diseases of

8821 -

18822 - Certain

disease | 8826 - Vascular sy

08 Diseases of the e

| 8822 -

, unspecified

6C40 - Disorders due to use of alcohol | 6C43 -
Disorders due to use of opioids.

6080-6D8Z - Dementia | 6£0Z - Neurocognitive
disorders, unspecified | 6A20-6A22

6C41.0,6C41.10,6C41,11,6C41.17,6C41.20,6C41.21,6C41.22,6C41.23,6C41.22,6C41.3,6C41.4,6C41.5,6C41.6,6C41.70,6C41,71,6CA1.Y,6C41.2,6C42.0,6C42.10,6C42, 11,6CA2.1Y,6C42.17,6C42.20,6C42.21,6C42.22,6C42.23,6C42.2Y,6C42.27,6C42.3,6C42.4,6CA2.5,6C42.6,6C42.70,6C42.71,6C42.Y,6C42.2,6C44.0,6C44.10,6C4
11,6044,12,6C44.20,6C44.21,6C44.22,6C44.23,6C44.27,6C44,3,6C44.40,6C44.41,6C44.42,6C44.43,6C44.47,6CA4.5,6C44.6,6C44.70,6CA4.71,6C44.Y,6C44.7,6C45.0,6C45. 10,6C45.11,6C45, 17,6C45.20,6C45.21,6C45,22,6C45. 23,6C45.22,6C45.3,6C45.4,6C45.5,6C45.60,6C45.61,6C45.62,6C45. 67,6 C45.70,6C45.71,6C45.72,6C
45.73,6C45.Y,6C45.2,646.0,6C46.10,6C46, 11,6C46.17,6C46.20,6C46.21,6C46.22,6C46.23,6C46.22,6C46.3,6C46.4,6C46.5,6C46.60,6C46.61,6C46.62,6C46.67,6C46.70,6C46.71,6C46.72,6C46.73,6CA6.Y,6C46.2,6C47.0,6C47.10,6C47. 11,6C47.1Y,6C47.17,6C47.20,6C47.21,6C47.22,6C47.23,6C47.2Y,6C47.22,6CA7.3,6C47.4,6C
47.5,6C47.60,6C47.61,6C47.62,6C47.62,6CA7.70,6C47.71,6C47.72,6CA7.73,6CA7.Y,6C47.7,6C48.0,6C48. 10,6CA8.11,6C48.12,6C48.2,6C48.3,6C48.40,6C48.Y,6CA8.2,6C49.0,6C49. 10,6C49.11,6C49.12,6C49.20,6C49.21,6C49.22,6C49.23,6C49.22,6C49.3,6C49.4,6C49.5,6C49.60,6C49.61,6C49.Y,6C49.2,6C4A.0,6CAA. 10,6 CAA. 1
1,6C4A.12,6C4A.20,6C0A.21,6C4A. 22,6C4A.23,6CAA 27,6C4A.3,6C4A. 4, 6CAA.Y, 6CAA 7, 6C4B.0,6C4B. 10,6C4B. 11,6C4B. 17,6C4B, 20,6CAB. 21,6C4B. 22,6CAB.23,6C4B,27,6C4B. 3,6C4B. 4, 6C4B.5,6CAB.6,6C4B. 70,6C4B.71,6C4B.Y,6C4B.Z,6CAC.0,6CAC. 10,6CAC, 11,6CAC. 1,6CAC.20,6C4C.21,6CAC.22,6CAC. 23, 6CAC. 27,6CAC. 3,6CAC
4/6CAC.5,6C4C.6,6CAC.70,6CAC.71,6CAC.Y,6CAC.Z,6C4D.0,6C4D. 10,6C4D. 11,6C4D. 17,6C4D. 20,6C4D. 21,6C4D. 22,6C4D, 23,6CAD. 27,6C4D. 3,6C4D.4,6CAD. 5,6CAD. 60,6C4D. 61,6CAD.Y,6CAD.Z, 6CAE.0,6CAE. 10,6CAE. 11,6CAE. 17, 6CAE. 20,6CAE. 21, 6CAE 22, 6C4E. 23,6CAE. 27,6CAE 3,6CAE 40,6CAE. 41, 6CAE. 42,6C4E 43 6CAE.4Z,6C
4E.5,6CAE.6,6CAE.70,6CAE.71,6CAE.72,6CAE. 73,6CAE.Y,6CAE.2,6C4F 0,6C4F. 10,6CAF. 11,6C4F. 12,6CAF. 20,6CAF.21,6CAF. 22,6CAF.23,6CAF. 22,6CAF 3,6CAF 40,6CAF. 41, 6CAF 42, 6CAF.A3,6CAF 4Y,6CAF.AZ, 6CAF 5, 6CAF.70,6C4F.71,6CAF. 72,6C4F.73,6CAF.Y,6CAF.2,6C4G.0,6C4G, 10,6CAG. 11,6C4G.17,6C4G.20,6C4G. 21,6C.
46.22,6C46.23,6C4G.27,604G.3,6C4G.40,6C4G. 41,6C4G. 42,6C4G.43,6C4G. A7, 6CAG.5,6CAG.6,6C4G.70,6C4G. 71,6C4G.72,6C4G.73,6CAG.Y,6C4G.2,6CAH.0,6C4H, 10,6CAH. 11,6C4H 17, 6CAH.Y,6CAH.7,6CAY,6CAZ

6082,6£02

GATD0SA00.1GADD 26400 64004 5ALDZA0L0GADL 1 6AD1. 206401 21GADL 22 GAT1.3,6A01 Y. GADLZ,5A026A02 1 6A022,6002:3GAD2 ,6A02.1,6A02 AT, 00,1 GADS 2.6AD3.3,6A03.2,6A0A 605 0,GALS 1,6A0S. 26405 ,SADS2,6A06.0,5A051,6A06.2GADY SADZSAAD GALSARZ GAGD 05060 1,60
2,6A60.3,6A60.4, 6AG1.4,6A61.5,6A61.6,6A617,GABL.8 GABL.9,6A1.A BABLY, GABL.Z,6A62,6A6Y,6A6Z,6AT0.0,6A70.1,6A70.2,6A70.3,6A70.4,6AT0.5,6AT0.6,6A70.7,6A70.Y,6A70.2 6A7LO,6A

other primary psychotic disorders | 640 - Disorders
due to use of alcohol | 6C43 - Disorders due to use of
opioids. | 6C41 - Disorders due to use of cannabis |
6C42 - Disorders due to use of synthetic cannabinoids
644 - Disorders due to use of sedatives, hypnotics
or anxiolytics | 6C45 - Disorders due to use of cocaine
646 - Disorders due to use of stimulants including
‘amphetamines, methamphetamine or methcathinone
647 - Disorders due to use of synthetic uthmﬂnzx
| 648 - Disorders due to use of caffeine | 6

Disorders due to use of hallucinogens | 6C4A -
Disorders due to use of nicotine | 6C48 - Disorders
due to use of volatile inhalants | 6CAC - Disorders due
to use of MDMA or related drugs,including MDA |
64D - Disorders due to use of dissociative drugs.
including ketamine and phencyclidine [PCP] | 6C4€
Disorders due to use of other specified psychoactive
substances, including medications | 6C4F - Disorders
due to use of multiple specified psychoactive
substances, including medications | 6C4G - Disorders
due to use of unknown or unspecified psychoactive
substances | 6C4H - Disorders due to use of non-
psychoactive substances | 6CAY - Other specified
disorders due to substance use | 6C4Z - Disorders due
to substance use, unspecified | 6D8Z - Dementia,

8A40 - Multiple sclerosis

8810 - Transien

711,6A71.2,6A71.3,6A71.4,6ATL.5 GAT1.6,6A71.7,6ATLY,6A71.,6A72,6A73,6A7Y GATZ, 6ABD.0,6AB0. 1 ABD.2,6AB0.3,6A80.4,6ABD.5, 6ABY,6ABZ. 6800, 6801, 6B02, 65803, 6804, 6805, 6806, 6BOY, 6B0Z,6620.0,6820.1,6620.2,6B21.0,6821. 1, 6821.2,6822.0,6822.1,6622.2,6823.0,6823.1,6B23.2,6824.0,6624.1,6824.2,6625.0,68
25.1,6825.Y,6625.2,652Y,6822,6840,6841, 6842, 6543, 6844,6545,6584Y,6B47, 6560.0,6860. 1, 6860.2,6860.3,6860.4,6860.5,6B60.6,6860. /6B60.87,6860.9,6860.Y,6860.2,686.1.0,6B61.1,6861.2,6862,6863,6864,6B65, 6866, 6B6Y 6862, 6880.00,6380.01,6880.02,68.
80.10,6880.11,6B80.1,6880.2,6880.Y,6880.2, 6551, 6352, 683,668, 6885, 6B8Y, 6B32,6C00.0,6C00.1,6€00.2,6C00.2,6C01.0,6C01.1,6001.2,6C0Z, 6C20.0,6C20.1,6020.2,6C20.2,6C21, 6C2Y £C22,6C50.0,650.1,6C50.2, 6C51.0,6C51. 1, 6C51.2,6C5Y,6C52,6C70,6C71,6C72,6C73,6C7Y,6C72,6C90.00,6090.01,6C0.02, 6C90.10,6C3
0.11,6C30.12,6€90.2,6091.00,6C91.01, 6C91.07,6C91. 10,6CO1.11,6C91.1Y,6C91.Z,6C3Y,6C9Z,6D10.0,6010.1,6D10.2,6D10.2 6D11.0,6D11. 1,6D11.2,6D11.3,6D11.4,6D11.5,6030,6031,6032,6D33,6D34,6D35,6D36,6D32,6D50,6D51,6D52,6D70.0,6D70.1,6D70.2,6D70.Y 6D70.2,6071,6072.0,6072.10,6D72.11,6D72.12,6D72.1
3,6D72.Y,6D72.2,6E0Y,6E20,6E21 6622, 6E40.0,6E40. 1 6E40.2,6E40.3,6E40.4,6E0.Y,6E40.2,6E60.0,6E60.Y,6E60.2, 6E61.0,6E61.1, 6E61.2,6E61.3 6E62.0,6E62.1, 6E62.2,6E62.3.

40.4,7A40.5,TA40.6,7A40.7,7A40.Y,7A40.2,7A41,TAG2.0,7A42.1,7A42.2,TA42.3,7Ad2.4,TAG2.5,TAG2.6,TAG2.Y,TAA2.2,TAGY, TAGZ,TAGO,TAG1, TAG2, TAG3, TABA, TAGS, TAGZ, TAB0,7ABL 3,784,7A
85,7A86,7A87,7A88,7ABY, 7ABZ,7800.0,7800.1,7600.2,7800.3,7800.,7800.2,7801.0,7801.1,7801.2,7B0L.Y,7801.2,7802.0,7802.1,7802.2,7802.3,780Y, 7802, 7B2, 7822

'8A00,00,8A00.01,8A00.0Y,8A00.07

8A20

8A2

8A23,8A2Y,8A27,8A21.0,8A21.Y,8021.2

8AI0.0,8A40.1,8A10.2,8A10.Y,8A40.2

BAOLOSAGL1BAILY,BA1.7,8A42.0,8A42.Y,8A42.2,8A43.0,8A43.1,8A43.2,8A03.3,8A03.4,8A03.5,8A03.Y,8A3.2,8A44.0,8A04.1,8A44.2,8A44.3,8A44.4,8AGA.7.8AGS.00,8A45.01,8AS.02,8A45.0Y,8A45.02,8A45.1,8A45.20,8A45.21,8A45, 2, 8A45.27,8A45.30,8A05.31,8A45.3Y,8A5.32,8A45.40,8A45.41,8A45.42,8A45.43,8

AG5.44,8A05.45,8A45.42,8A45.Y,8A45.2,8A46,BAY BAZ

'8800.0,8800.1,8800.2,8800.3,8800.4,8800.5,8800.Z,8801.0,8801.1,8801.2,8802,8803, 3807

8811.0,8811.1,8811.20,8811.21,8511.22,8811.2Y,8811.27,8811.3,8811.40,8811.41,8811.42,8811.43,8811.44,8811.50,8811.51,8811.52,8B1Y 8812

8820

8823,8822,8821.0,8821.1,8821.Y,8821.2,8822.0,8822.1,8822.2,8822.3,8822.40,8822.01,8822.42,8822.43,8822.4Y,8822.47,8822.5,8822.6,8822.70,8822.7Y,8822.72,8822.8,8822.9,8822.A 8822.8,8822.€0,8822.C1,8822.CY 8822.C7,8822.Y,8824.0,8824.Y,8824.2,8825.0,8825.1,8825.2,8825.3,8825.4,8825.Y, 8825.2,8826.
826.4, 8826.5Y,8826.52,8826.Y,86

8A20 - Alzheimer disease | BADD.0 - Parkinson disease  8ADD.10,8A00.1Y,8A00.12,8A00.20,8A00.21,8400.22,A00.23,8A00.24, AD0. 25, 8A00. 26, SADD.2Y,8A00.22,8A0D.3,8A00.Y,8A00.2,8A0L. 0,8ADL. 10,8A01. 11,8A01. 12,8A01.13,8A01.14,8A01.15,8A01.16,8A01. 1Y, BADL.12,8A01. 20,8A01. 21, 8A0L. 22, 8A01.2Y,8A0L. 22, 8AOL.Y,8A01.,8A02.00,8A02.0Y,BA02.07,6A02. 10,8A02. 11
18422 - Lewy body disease | 8A21 - Progressive focal 12,8A02.1Y,8A02.12,8A02.2,8A02.3 AD2.Y BA02.7,8A03.0,8A03.10,8A03. 11, 8A03. 12,8A03. 13, 8A03. 14, 8A03.15,8A03.16,8A03.1Y,8A03.12,3A03.20 BA0: 03.22,8403.30 840 03.32,8403.Y,8A03.2,8A04.0,8A04.1,8A04.2,8A04. 30,8A04. 31,8A04,32,8A04.33,8A04.3Y,8A04.32,8A04.4,8A04.Y,8A04.2,8A05.0.
atrophies | generation 0,8A05.01,8A05.02,8A05.03,8A05.0Y,8AS.02,8A05.10,8A05.11,8A05.1Y,8A05.12,A05.Y,8A05.2,3A06.0,8A06.1,8A06.20,8A06.21, A0, 2Y,BA06.27,AD6.Y,BA06.2, BAD7.00,8A07 0L BADT.0Y, BAD7.02,8A07.1,8A07.2,BAOY,BAD: 60.0Y,8A60.02,8460.1,8A60.2,8A60. 10.6,8A60.7,8A60.
| 8A2v - ott \60.8,8AB0.,8A60.2,8A61.00,8AB1.0Y,8A61.07,8A6L. 10,8A61. 11, 8A61.12,8A61.1Y,8A61.12,8A61.20,BA61.21,8A61. 22, 8A61.23,BAGL. 2Y,8A61.22,8A61.30,8A61.31 BAG1.32, A6 3 BABL. 32,8A61.40,8A61. 41,8AG1. 4Y,8A61.4Z, BAGLY,BA61. 2 BAG2.0,8A62.1,8A62.2, A62.Y,BA2.2,8A63.00,8A63.0L 86

feature | 8A22 3.01,8A63.1,846: 10,8466, 1, 3A66.12,8A6.Y BAGS. 0,8A68.1,8A68.2,8A6¢ 6, 63.Y,8A68.2,8A6Y,8A6,8A80.0,8A80.10,8A80. 1Y, 8AB0. 12,8A80.2, 8AB0. 30,8A80. 3Y,8A0.4,8AB0.Y, BAB0.Z,8A81.0,8A81.1,8A81.2,8ABLY,8A81 14.0,8A84.

neurocognitive impairment as a major feature,
unspecified | BA40-8A4Z - Multiple sclerosis or other
‘white matter disorders | 8800-880Z - Intracranial
haemorrhage | 8B11- Cerebralischaemic stroke |

| 8812

1,8A84.Y,8A84.2,8A85,BABY BABZ,8B10.0,8810.Y,8810.2,8540,8541,8842,8543.0,8543.1,8543.2,8543.,8843.7,8844.00,8544.01,8544.02,85844.0Y,8844.02,3B44.Y 544.7,8534Y,8B47, 8860.0,8860.1,8860.2, 8860.3,8B60.4,860.5,8B60.6,8560.7,8B60.Y,8560.2,8861.0 886 1.1, 8861.2,886.1.3,886.1.4,8B6..Y,8861.2, 8862, 886V
BB62,8580,8851.0 8881 888 1.2,8882.0,8882.7, 8533 8584, 888, 8556, 8587,8655.0,8585.1, 8585.2,8535.3,8B85.Y,8688.7, 888,865, 8590, 8891.0,8891.1,8B91.Y,8691.2,3892.0,8892. 1, 8802.2,8592.3,8B92.Y,8892.2,8593.0,8693.1,8893.2,8893.3,8893.4,8803.5,8893.6 8803.7, 85893, 8B93.Y,8893.2,8594, 8895, 889, 8BS,
8C00,8C01.0,8C01.1,8C01.2,8C01.3,8C0L.Y,5C0L.2,8C03.0,8C03.1,8C03.2,8C03.3,8C03.4,8C03.Y,8C03.2,8C0Y,8C0Z, 3C10.0,5C10.1,8C10.2,C10.Y,8C10.2,8C11.00,8C1 1.0 8C11.02,8C11.1,8C11.2,8C11.3,8C11.4,8C11.5,8C11.6,8C11Y 8C11.2,8C12.0,8C12.1,8C12.2,8C12.3,8C12.4,8C12.5,8C12.Y,8C1Y,£C1Z,8C20.0,8C20.1,3
€20.2,8C20.Y,8C20.2,8C21.0,8C21.1,8C21.2,8C21.3,8C21.Y,8C21 ac: 60. 61,8C62,8C6Y,8C62,8C70.0,8C70.1,8C70.2,6C70.3,8C70.40,8C70.41,8C70.4Y 8C70.42,8C70.5,8C70.6,8C70.Y,8C70.2,8C71.0,8C71. 1 8C71.2,8C71.3,8C71.4,8C7 L5, 8CTLY,8C71.28C72.00,8C72.01,8C72.02,8C7

0V,8C72.023C72.1 C; 4.0,8C74.10,8C74.11,8C74.1Y,8C74.12,8C74.Y,8C74.2,8C75,8C76,8C77,8C78,8C7) 0,8020.10,8020.11,8020.12,8D20. 40.0,8D40.1,8040.2,8040.3,8

Cerebralischaemia, unspecified | 8820 -Stroke not  DA0.Y,8D40.7,8041.0,8D41.1,8D41.2,8041.Y,8D41.2,8D42,8D43.00,8D43.0Y,8D43.07,8D43.1,8043.20,8043.21,8D43.2Y,8D43.22,8D43.3,8D43.4,8043.5,8D43. 8D43 7,8044.0,8DA4. 1, 8D44.Y, 8044 2, 8D4Y,8D4Z 8D60.0,8D60. 1, 8D60.Y,8060.2,8D61.0,8D61.1,8D61.Y,8D61.2,8D62,8D63, 8D64.00,8D64.01,8064.02,8064.03,
known ifischaemic or haemorrhagic | 8821 '8D64.04,8D64.0Y,8064.07,8D64.10,8D64.1Y,8D64.12,8064.2,8D64.,8D65,8D66.0,8066.1,8D66.2,8D6.Y,8066.2,8D6 1081,8D: 00,8D87.01,8087.0Y,8087.07,8D87.,8088.0,8D88. 1, 8088.2,8088.3,8088.4,8D88.Y,8C 0,8D89.1,8089.2,8D89.3,8D89.Y,8089.
by 1,808A.2,808A.Y,8D8A.2,8D88, 8DSC 808D, £01.0,8E01.1,8601.2,8601.3,8€02.0,8602. 1 8602.2,8£02.3,8E02. 8E0: 1£20,8621,8622.0,8622. 1 8622.Y,822.2,862Y,8E2,8£40.0,8£40.1,8640.2,8640.3,8E40.Y,8E40. z,sEn 0,8£41.1,8E41.Y,8641.2,8€42,8643.00,8E43.0Y 8643.02,8F

symptom | 8822
diseases | 8823 - Cerebrovascular abnormalities |
8824 - Hypoxic-ischaemic encephalopathy | 8825
Late effects of cerebrovascular disease | 8826 -
Vascular syndromes of brain in cerebrovascular
diseases | 8822 - Cerebrovascular diseases,
unspecified

43.Y BE43.2, 1,8E4A.2,8E4A.3,8E4 08E6L1 8ETZ
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Chapter 9: Diseases of the visual
ystem

Chapter 10: Diseases of the ear or

mastoid process

Hypertensive heart disease

Hypertensive renal disease

09 - Diseases of the visual system

10- Diseases of the ear o mastoid process

BAOL - Hypertensive heart disease

BAO2 - Hypertensive renal disease

Ischaemic heart diseases

hypertension |

BAAO-BAGZ - Ischaemic heart diseases

Heartvalve diseases

Heart failure

Other diseases of the circulatory.
system

Chronic obstructive pulmonary.
disease

Other chronic lower respiratory
diseases

Asthma

Pneumonia

Other acute lower respiratory.
nfections

18A04 - ¥ hype

BB60-BCOZ - | &C:

BD10-BD1Z - Heart failure

 valve unspecified

BA20-8A22 - Hypotension | BBOO-880

| 8820-8822 BB0O - Pulmonary thromboembolism

Pericarditis | BB40-8B4Z - Acute or subacute endocarditis | BC40-BC4Z - Diseases of the myocardium or cardiac chambers
| BCB0-BCSZ - Cardlac arrhythmia | BD30-BDSZ - Diseases of arteries or arterioles | BD70-BD7Z - Diseases of veins | BDSO-

BDSZ - Disorders of lymphatic vessels or lymph

nodes | BE10-BELF.1 - Postprocedural dlsorderxu((lr(ulawwSvstem I

=8 | BE22 - Diseases of nspecified | BAB1.
BABZ - Diseases. |8C20.1 unspecified | 8C20.Y - chroni
I8c202- disease, unspecified

CA22 - Chronic obstructive pulmonary disease

CA20-CA2Z - Certain lower respiratory tract diseases. CA22 - Chronic obstructive pulmonary disease | CA23

CA23 - Asthma

CAGO - Preumonia

CA40-CAAZ - Lung Infections

- Asthma

CAGO - Preumonia

CAGO-CABZ
Other diseases of cAODC | CBOO-CBOZ - Respi 3
system | CB20-Co22- leural diaphvagm or | ca0- the e

Ulcer of stomach or duodenum

pi | CB60-CB64.
system, unspecified

DAGO-DAG3.2 - Ulcer of stomach or duodenum

Other diseases of iver

Diseases of gallbladder o biliry tract

Diseases of pancreas.

DBI0-DBYZ - Diseases of liver

| Co72 . Discases ofthe respiratory

DB94 - Alcoholic liver disease

DC10-DC12 - Diseases of gallbladder or bilary tract

DC30-DC32 - Diseases of pancreas

DD70-0072

SAODOIAGD19A00.49ADD 5A0L 19AOL 1 9AT1 209401 21KOL 22, A0L3 54014 ADLY SA02IDSAO2.01 ADR O SA0Z ESKO2-L AGE.2.9A0 4 AD2Y AT 00940301 A03.02. 9AT5 03,9001, 403 0,903 10940311 AD3 12.9A0313,903. 1Y AO3 1. 9A03 10540321 ADR 22900323403, 24 403 2
Y,9A03.22,9A03.3,3A03.40,9A03,41,9A03.42,9A03.4Y,9A03.47,9A03.5,9A03.Y,9A03.2,9A04.0,9A04.1,9A04.Y,9A05.0,9A05.1,9A05.Y,9A05.2,9A06.0,9A06.1,9A06.2,9A06.3,9A06.4,9A06.5,9A06.6,9A06.70,9A06.71,9A06.72,9A06.7Y,9A06.

110,9A11.1,9A11.2,9A11.3,9A11.4,9A11.5,9A11.6,9A11.7,9A11.8 9A11.Y,9A11 '9A20,0Y,9A20.02,9A20.1,9A20.Y,9A20.2,9A21.0,9A21,1,9A21.2,9A21.3 9A21.Y,9A21.Z922.0.9A22.1,9 9A24.2,9A24.3,9A24.0,9A20.Y,9A20.7,9A25.0.9
1,9A25.2,9A25.3,9A25.4, 9A25.Y,9/ 1,960.2,9A60.30,9A60.31,9A60.32,9A60.33,9A60.3Y,9A60.32,3A60.4,9A60.5,9A60. 9Asav9AsouAsmsAsnwmzsmasmmeAsnvsAsnALsAsnssAsnssAsneAszeA

6Y,9A67,9A70.0.9A70.Y,9A70.2,9A71,9A72,9A73,9A74,9A75,9A76,9A77.0,9A77.1,9A77.Y,9A77.2,9A78.0,9A78.1,9A78.20,9A78.21,9A78.2Y,9A78.22,9A78.3,9A78.4,9A78. 8.51,9A78.5Y,9A78.

RS0 SA0ZIRDLIASESAY3AH QIAOA.L9AOA-29A9A. 9A96.09A96.19A96.2.9A56,9AS6 SRS, .OAS A 9600.,9800.1,9600.2800.3 800 Y 9800 601, 9801, 19801 29601398014 9805 9801698017801 98012 9802 802.1802.2 9802 980 9810.02,9810
9B10.07,9810.10,9810.1Y,9810.17,9B10,20,9810.21,9B1 811098 9B65.2,9866.0,9866.1,986¢ 0087101957102 9671,02871.19671 29871338714

oesnavesnaumsesn 9871 9B72.Y,9872.2,9873.0,9873.10,9873,11,9873,1Y,9873.12,9873.2,9873.3,98 uemvsmumoesmwsmzesmvsm 987 987 ,9878.0,9

575mewsnesmuesmuemwewsmmzewsaoemavesmaumaemssmsosmsnsmsvsmszewsmmuewsesm 09C20,1,5€20.2,920.,9C20.2 9C21.0,9C21.,9€21.2,9€22.09C22.1,9€22.Y,9C22.2,9€21,5

2 0.1Y,3C40.12,9C40.2,9C40.3,9C40.40,9C40.41,9C40.4Y,9C40. A0,9C40.A1,9C40. AY,9C40,AZ,9C40.80,9C40.B1,9C40. B7,9CA0.Y,9C40.2,9C41,9C42,9C43,9C44,9CAY,9CAZ, 9C60,9C61.00,9€61.01,9C61.0Y,9C61.02,9C61.10,9C61.11,9C61.12,9C61.13,9C61. 14,

1.17,9C61.1Y,9C61.12,3C61.20,9C61.21,9C61.22,9C61.23,9C61.24, ecsl 25 sce1 25 9C61.27,9C61.26,9C61.29,9C61,2A,9C61.28,9C61.26,9C61.2Y,9C61.27,9C61. 30 9C61.31,9C61.32,9C61.33,9C61.34,9C61.35,9C61.36,9C61.3Y,9C61.37,9C61.409C51,419C61.42,9C61.4Y,9C61.47.9C61.2,9C6Y,9CE5C.
0,9C80.1,9C80.2,980.30,9C80.31,9C80.3Y,3C80.37,9C80.4,9C80.5,9C80.Y,9C80.2,9C81.00,9C81.0,9C81.02,9C81.1,9€81.2,9C81.3,9C81.4,9CB1.Y,9C81.2,9C82.0,3C82.1,9C82.2,9C82.3,9C82.4,9C82.Y,9€82.2,9C83.00,9C83.01,9C83.02,9€83.0Y,9C83.02,9C83.10,9C83. 11,9C83.12,983.13,9C83.1¥,9C83.12,9€83.2,9C83,
a ecsa 4,9C83.5,9C83.60,9C83.61,9C83,62,0C83.63,9C83.60,9C83.65,9C83,66,9C53.67,9C83.6Y,9C83,62,9C83.Y,9C83.2,9C84.0,9C84.1,9C84.20,9C84.21,9C84,22,9C84.23,9CB4.2Y,9CB4,27,9C84.3,9C84.4,9C84.50,9C84.51,9C84.52,9C84.5Y,9C84.57,9C84.6,9C84.Y,9CB4.7,9C85.00,9C85,01,9C85.02,9C85.0Y,9C85.02,9C85.1
0,9000.1,9000.2,9000. 9000.2,9001.0,9D01.1,9001.2,9D01.Y,9001 1D25,9041,9D42.0,9D42.20,9D42.21,9042.22,9D42.23,9D42.24,9D42.2Y,9D42.27,9D42.3,9D42.4,9D42.5,9D42.60,9D42.61,942.6Y,904.
z.sz,eoaz 70,9042.71,9D42.7Y,9D42.7,9D42.8,9D42.Y,9D42 1,9090.2,9090.3,9D90.6,3090.

AAQD,AAO1AAD2 AAD3 ARD4, AADY, AADZ AATO AALT AX12 AAT3 AATY AA1Z AA3Y,AASZ AAGD.0AA0.1 AAA0.2 AAAO.Y AA1.0 AAELY, AA2 AAAY AASZ ANGZ AASD AABT AAS2 AAS3 AASZ AASD,AA1.0,AA91.1, AAD1.2,AA91.Z AASY,AAGZ ABOD,ABOL ABOY, ABOZ,AB10.0,AB10.1,AB10.2,A810.3 AB10.Y,AB10.2 AB11.0,AB11
1,AB11.2,A811.3 AB11.Y,AB12 AB13.0,AB13.1AB13.2,AB13.,AB13.Z,AB14 AB15 AB16,AB17,AB18,AB19,AB14.0 ABIA Y AB1AZ AB18 AB1Y, AB1Z,AB30.0,AB30.1 AB30.Y,AB30.Z,AB31.0,AB31.1,AB31.2,AB31.3AB31.4,AB31.5,AB31 6 AB31.7,AB31.Y,AB31 7 AB32.0,A832.1AB32.2,AB32.3,AB32.4,A832.5,AB32.Y AB32.ZAB
33,A834.0,A834.1,A834.Y,AB34.2,AB35,AB36,AB37,AB3Y,AB3Z AB50.0,AB50.1,AB50.2,AB50.,AB50.2 ABS1.0,ABS1. 1 AB51.2, ABS.Y,ABS1.2,AB52,AB53,AB54,AB55,ABS6,AB57,ABSY,ABSZ,AB70.0,AB70. 1 AB70.2,AB71,AB72.0,AB72.Y,AB72.2,AB73,AB7Y,AB90,AB91,AB2, ABI3, ACOY,ACOZ

BAO3,BA00.0,8A00.1,8A00.2,BA0D.Y,BA00.Z,8A04.0,BA0A.1,BAOA.2,BADA.Y,BAO4.Z

BAA0.0,8A40.1,BA40.Y,BA40.2,BA01.0,BA41.1,8A41.Z BA2.0,8A02.1,8A2.2,BA43,BAAZ,BASO,BAS1.0,BASLY,BAS1.7,BAS2.0,BAS2. 10,BAS2. 11,BAS2.1,8A52.2,BAS2.Z,BASY,BASZ, BAGO.0,BAG0. 1,BA60.2,BA60.3,BAG0.4,BA60.5,BAG0.6, BAGO.7,BAGO.8,BAG0.9,BAGO.Y, BAGO.Z, BAGZ

BB00.0,8B00.1,8800.2

BC20.08660.0.660.1 8860 6361080611 006120620802 18062185622 6653.0.8663.18653.2 5864 5365 806, 8852 6570.08870.1,68701 6870.28671. 0857118571 2.6672.0.8672.1 8722 5573,6574 857,8872 8560.0 5560 /55602 86810 960118601 2.852.08852 Y8852 28553 5564 860, 0682,

BB90.0,8B90.Y,8890.2,8891.0,8891.Y,8891.2,8892.0,8892.1,889: BCO1,C02.0,BC02.1,8C02.2,8C02.30,8C02.31,BC02.3Y,BC02.37,BC02.40,BC02.41,8C02.4Y,BC02.4,BC02.Y,BC02.2,8C0
BD10,6D11.0,8011.1,6D11.2,8011 BD1Y,8012
BE2YBE22,8C20.1,6C20.Y,5C20.2,BA20,8A21,BA2Y,BA22, 8801, 0,8501. 1, 8801.2,8801.3,BB01.4,BB01.5,8801.2,8802.0,8802. 10,8802.11,BB02.12,802.1,BB02.12,B502.2,B02.3,BB03.0,BB03.Y,8803.2, 880V, BB0Z, 520.0,8520.1,BB20.2,B20.Y,8620.2,8821 B822,5540,8541,5542,B84Y,8842,8

(CA0.0,5C40.Y,BC40.2,6C41.0,BCAL.Y,BC41.2,BCA2.0,BCA2.1,BCA2.2,BCA2.3,BCA2.Y,BCA2.2,BC43.00,BCA3.01, BC43.02,BC43.10,BCA3.11,BC43.12,BC43. 1 BCA3, 12,BC43.20,BCA3.2Y,BC43.22,BC43.3,BC43.4,8C43.5,BC43.6,C43.7,BC43.Y,BC43.2, BCA4, BCAS,BCAB, BCAY,BCAZ, BC6O,BC61,BC62,BC63.0,8C63. 10,8063, 1Y,BC63.1
2,8C63.20,8C63.21,BC63.22,BC63.3,BC63.40,8C63.41,BC63.42,BC63.5,BC63.Y,BC63.2, BC64,8C65.0,8C65.1,BC65.2,BC65.3,BC65.4,8C65.5,BC65.Y,BCES.2,BC70,5C71.00,5C71.01,BC71.02,BC71.03,BC71.0Y,BC71.02,BC71.1, BC71.2,BCTLY,BC71.2,BC7Y,BC7ZBCE0.0,8C50.1, BCA0.20,BCB0.21,BCB0.2Y, BCEO.2,BC80.Y, BCE0.2,8.
C81.0,5C81.1,BC51.20,8C81.21,BC81.22,BCE1.2Y,BC1.22,BC81.30,BCB1.31 BCA1.32,BC81.33 BCB1.3Y BCBL.32,6CE14,8C81.5,BCB1.6,BCB1.70,6CB1.71, BCBL.7Y,BCBL.72,BCE1.8, BCL.Y, BCBL.Z, BCBY,BCAZ, BCOD,BCI1 BCOY, BC BD30.0Y,8030.07,030.10,8D30.11,8D30.1¥ BD30.12,8030.20,6D30.21,8
D30.2Y,8030.22,8D30.Y,8D30.2,3D40.0,8D40. 1,5D40.2,BDA40.3,8040.Y,8D40.2,D41.0,8D4L.Y,BD41.2 BDA2.0,8D42.1,BD42.2,BD4Y 8D’ BDS0.02,8D50.10,8050.11,8D50.12,8D50.1Y,BD50.12,BD50.20,8D50.21,8D50.22,8D50.2Y,BDS0.22,8D50.30,8050.31,BDS0.32,8050.3Y,BDS0.
BDS0.40,8D50.41,8D50.4Y,8D50.42,8D50.50,D50.51, 8D50.52,BD50.5Y,8050.52,8050.2,BD51.0,BD51.1,8D51.2,8051.3,8D51.4,BD1.5,8D51.6,BDS 1Y, BD51.2 8D52.0,8052.1,8D52.2,8052.3,8D52.4,8052.5,8D52.6,8D52.70,BDS2.71,8D52.7Y,BD2.72,8D53.0,8053.1,8D53.2,BD53.3,8D53.40,8053.4Y,8D53.4,BDS3.Y 8D
53.2,8D54,8D55,8D56,805Y,8D52,BD70.0,8070.1,6D70.2,8070.3,8D70.Y,BD70.2,8071.0,8071.1,8D71.2,BD71.3,8071.4,8D71 8D74.0,8074.10,8D74.11,8074.12,8074.12 BD74.2,074.30,8D74.31,8D74.32,8074.32,8074.2,8D75.0,8075.
1,8D75.2,8075.3,8D75.Y,8075.2,8D7Y,8072,5090.0,8090.1,8090.20,BD20.21,8090.22,B090.2Y,8D90.22,BD90.Y,8090.2,BD91,8092.0,BD2. 1,BD93.0,8D93. 10,8093.11 BD93. 12,8093, 13,59«;3 14,5593 15,8093.1Y,8093.12,8D93.Y,8D93.2,BDSY, BD9Z BE 10,BE11, BE12.0,BE12.1,BE12.2,BE12.3,BE12.4,BE12.5,B8E12.6 BE12
7,BE13,BE14.40,8E14.41,BE14.5,BE14.6,8£14.7,BE14.8,BE14.9,BE 1., BEL4.8,BE15.0,BE15.1, BE16,BE17, 6 19, BE 1A, BE18.0,BE 18,1, BE 1C,BE1D,BE1E.0,BE1E. 1 BE17.0,BELF. 1, BABL0,BABL. 1, BAB1.2, BAB2, BAB3, BAB4, BAS.0,BABS.Y, BABS.Z, BAE, BABY,BABZ

CA22.00A221,CA222

CA20.0,CA20.10,CA20.11,CA20.12,CA20.13,CA20.1Y,CA20.17,CA20.Y,CA20.2,CA1.0,CA21.1,CA21.2, CAZLY,CA21.7,CA20,CA25.0,CA25.1,CA25.2,CA25.2,CA26.0,CA26.1,CA26.Y,CA26.2,CA27.0,CA27.1,CA27.Y,CA27.Z,CA2Y,CA2Z

(CA23.00,CA23.01,CA23.02,CA23.10,CA23.11,CA3.12,CA23.20,CA23.21,CA23.22,CA23.30,CA23 31 CA23.32

‘CA40.00,CA40.01,CA40.02,CA40.03,CAGD.04,CAGD.05,CAA0.06,CA40.07,CA40.08,CA40.0Y,CA40.07,CA40,10,CA0.11,CAA0, 12,CAAD.13,CAA0.1Y,CAA0.17,CA40.20,CAG0.2Y,CA40.27,CAA0.Y,CAG0.Z

(CAG1.0,CA1.Y,CAG1.2,CAG2.0,CA42.1,CA42.2,CAG2.3,CA42.4,CAA2.5,CAG2.Y,CA42.2,CA43.0,CAG3.1,CA13.2,CA43.3,CAG3.Y,CAA3.Z,CAG4,CAA5,CAGY,CAAZ

(CAB0.00,CAB0.0,CAB0.07.CAGO.1,CAGO.2,CAG0.3,CAGO.4,CAGO.5,CAG0.6,CABO.7,CA60.8,CAB0.9,CAG0.Y,CAGO.Z,CAT0.0,CAT0.1,CAT0.2,CAT0.3,CA70.4,CATO.5,CATO0.6,CAT0.7,CATO.Y,CA70.Z,CAT1.0,CA71.1,CA71.2,CA71.3,CATLY,CA71.7,CA72,CATY,CA7Z,CAB0.0,CABD.1,CAB0.2,CAB0.Y,CABO.Z,CAB1.0,CAB11,CAB1.2,CA81
Y,CABLZ,CAB2.0,CAB2.1,CA82.2,CAB2.3,CA82.4,CAB2.Y,CAB2.2,CABY CABZ

(CB72,CA00,CAL,CAD2.0,CAD2.10,CAD2.1Y,CA02.17,CAQ2.Y,CA02.2,CAD3.0,CAD3.Y,CA03.2,CAO4,CADS.0,CADS. 1,CA05.2,CAD6.0,CAD6. 1, CAO6.Z,CAO7.0,CAD7.1,CAO.00,CAOB.01,CAOB.02, CADS. 03, CADS.0Z,CAOB. 10,CADS. 1Y,CAOB. 17,CAD8.2,CAOB.3,CAOB.Y,CAOB.Z,CA09.0,CA9.1,CADS.2,CADA.0,CAOA.Y,CAOA.Z, CAOB,CAOC,
'CAOD,CAOE,CAOF.0,CAOF.1,CAOF.3,CAOF.Y,CAOF.Z,CADG,CAOH,0,CAOH. 1,CAOH.2,CAOH.3,CAOH.4,CAOH.5,CAOH.Y,CAOH.Z,CAOL0,CAOLY,CAQ).Z CAOK.0,CAOK.1, CAOK.Y,CAOK.Z CAOY,CAOZ,CBOO,CBO1,CB02.0,CB02. 10,CB02. 11,CB02. 1Y,CB02. 12,CB02.2,CBO02.Y,CB02.,CB03.0,CB03. 1,CB03.2,CB03.3,CB03.4,CB03.5,CB03.6,CB0.
3.Y,CB03.2,CB04.0,CB04.1,CB04.2,CB04.30,CB04. 31,CB04.3Y,CB04. 32,CB04.4,CB04.5,CB04.6,CB04.7,CBOA.Y,CB04.Z,CB0S.0,CB0S. 1,CBO5.2,CBOS.3,CBO5.40,CB05.41,CBOS. 4Y,CB05.42,CB0S.5,CBOS.Y,CB05.2,CB06,CB07.0,CB07.1,CBO7.Y,CB07.2,CBOY,CBOZ,CB20,CB21.0,CB21.1,CB21.Y,CB21.2,C822.0,CB22.Y,CB22.2,CB23,CB.
24,CB25,CB26,CB27,CB2Y,CB22,CB40.0,CB40.1,CB40.2,CBA0.3,CB40.4,CBA0.Y,CBA1.00,CB41.01,CBA1.07,CBA1. 10,CB41.11,CB41.12,CB41.20,CBA1.21,CBAL.27,CB60,CB61,CB62,CB63,CB64

DAGO.0,DAG0.1,DA60.2,DA60.3,DA60.4,DAGO.5,DA60.60,DAG0.61,DA60.62,DA60.63,DAG0.6Y,DAG0.62, DAGO.7,DA0.Y,DAG0.Z,DAG1,DA62.0,DA62.1,DA62.2, DAG2.3,DA62.Y,DA62.Z,DAG3.0,0A63.1,DA63.2,DA63.3,DA63.DAG3.50,DA63.51,DA63.52,DA63.5Y,DA63.57,DA63.60,DA63.61,DA63.62,DA63.67,DA63.Y,DA63.Z

DB94,0,0B94.10,0894.1Y,DB94.17,0894.2,0894.3,0B94.Y,0B94.7.

DB90.0,0B90.Y,0B90.2,0891.0,0891.1,0891.2,0892.0,0892.1,0B92.,0892.2,0893.0,0893.1,0893. 20,0893, 21,0893.Y,DB93.2,0B95.0,0B95, 10,0895 11,0895, 1Y,DB9S. 17,0895.20,085. 2Y,DB9S, 27,0895.30,0895.3Y,0895. 32,0895, 4,0895.5,0895.6,0895.7,0895.Y,DBI5.Z,DBIG.0,0B96. 10,096.1Y,0896, 12,0896, 20,08
96.2Y,0896.22,0896.Y,0896.2,0897.0,0897.1,897.2,0897.Y,0897.2,0898.0,0B98.1,0898.2,0898.3,0B98 4,0898.5,DB98.6,DBS. 70,0898.71,0898.72,DB98. 73,0B98.7Y,0898.72,D898.8,B98.9,DBI8. A DBIS. B, 089S Y,DB98.Z,0B99.0,0899.10,0899.1Y,0B99. 12,0B99.2,0899.3,0899.4,0899.5,0B99.60,0899.6V,DB99.62,
DB9.7,0899.8,0899.Y,0897

DC10.00,0C10.01,0C10.02,0€10.0,0C10.07,0C10.1,0C10.2,0C10.3,DC10.4,0C10.Y,0C10.2, 0C11.0,0C11.1,0C11.2,0C11.3,0€11.4,0C11.5,0C11.6,0C11.7,0C11Y,0C11.2,DC12.00,0C12.0Y,DC12.02,0C12.1,DC12.Y,DC12.2,0C13,0C14.0,0C14.1,0C14.2,0C14.3,0C14.Y,0C14.2,DC1Y,0C1Z

DC30.0,0€30.1,0€30.¥,0C30.2,0C31.0,0C31.1,0C31.2,0C31.3,0C31.4,0C31.5,0C31.Y,0C31.2,0C32.0,0C32.1,0C32.2,0C32.3,DC32.4,DC32.5,DC32.Y,0C32.2,0C33,0C34,0C35.0,0C35.1,0C35.2,0C35.2,0C3,0C32

DD70.0,0070.1,0070.2,0070.3,0070.4,0D70.5,0D70.6,0D70.Y,0070.2,0071.0,0071.1,0071.2,0071.3,0D71Y,0071.2,0D72,0D7Y,0072
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igestive system

DAGO-DAOZ - | DA40-DAGY -

| DA20-DA2Z - Diseases of

oesophagus | DASO-DASY -

|
appendix | DB30-DB3Z - Diseases of large intestine \nssa D872 - Diseases of anal canal | DC50-DCSZ - Diseases of

peritoneum | | of intestine |
DDS0-DDSZ - Hernias | DD9O-DDYZ - Functional
DE2Y - Other
unspecified
Chapter 14: Diseases of the skinand 14 - Diseases of the skin
subcutaneous tissue
Chapter the connective tissue
musculoskeletal system or connective
tissue
Glomerular diseases GBA0-GBAZ - Glomerular diseases
Kidney failure GB60-GB6Z - Kidney failure
GAOO-GAGZ - genital system | GABO-GBOZ - Diseases of the male genital system | GB20-GB2Z -
system | GBS0-GBSZ - Renal | GB70-GB7Z - Urolithiasis | GB80-GBBZ - Cystic or
| 6890 - Certain kidney or ureter | GCOO-GCOY - Certain specified diseases
of urinary sy of the ge | GC70-6C:
the ge v 1 6 the
genitourinary system, unspecif
Chapter 17: Conditions related to 17 - Conditions related to sexual health
sexual healt
pregnancy JA0O-1A0Z - pregnancy
Oed 1A20.1822 - Oed it pregnancy, childbirth, or

e P
disorders in pregnancy, childbirth, or
the puerperium

Obstetric haemorrhage

Obstructed labour

Infections in the puerperium

IA40.1A4Z - Obstetric haemorrhage

1804 - Obstructed labour due to malposition or malpresentation of fetus | J80S - Obstructed labour due to maternal pelvic

abnormality | 1806 - Obstructed labour due to other causes

1840 - Infections in the puerperium | 1C14 - Obstetrical tetanus

childbirth or the puerperium

Maternal 1863
complicating pregnancy, childbirth
and the puerperium
Certain 1864 e
elsewhere but complicating
pregnancy, childbirth or the

1860

 childbirth or

DE2Y,DE22,DA00.0,DA00.1,DA00.2,DA00.3,DA00.Y,0A01.00,DA01.01,DAO1.02,DA01.0Y,DAO1.10,DA01. 11,DA01.12,DA01. 13,DA01.14,DA01.15,DAO1. 1Y,DAO1.20,DAO1.21,DA01. 2Y,DAO1. 30,DA01.3Y,DA01.40,DA01.41,DAO1.42,DAOL.4Z, DADLY,DA02.0,DA02.1,DA02.2,DA02.30,DA02.31,DA03.0,0A03.1,0A03.2,DA03.3,DA
03.4,DA03.5,DA03.Y,DAOA.0,DAO4.1,DA04.2,DA04.3,DA0A.4,DA0A.5,DA04.6,DA04.7,DA04.8,DADA.Y,DACA. Z.DADS 0,DA0.1,DA05.Y,DA05.7,DA06.0,0A06.1,0A06.2,DA06.3,DA07.0,DA07.1,DA07.3,DA07.4,DAD7.S,DAO07.60,DA07.61,DA07.6Y,DA07.62, nAm 7 DA07 8,DA07.Y,DA07.2,DA0S.0,DA08. 10,0A08.11,DA08. 12,0A08
13,DA08,14,0A08.15,DA08.2,DA08.3,DA0.4,DAOB.Y,DAOB.Z,DA09.0,DA09.1,DA09.2,DA09.3,DA09.4,DA09.5,DA09.60,DA09.61,0A09.62,DA0S.6Y,DA09.67,DA09. 70,DA09.71,DA09.7Y,DA09.72,DA0S.8,DA0S.Y,DA09.2,DADA.0,DAOA. 1,DAOA. 2, DAOA. \0A.Z,DAOB.0,DAOB. 1,DAOB. z DADB a DADB 4,DA0B.5,DA0B.6,
DAOB.Y,DAOB.Z,DAOC.0,DAOC.1,DAOC.2,DAOC. 30,DA0C. 31,DA0C.3Y,DAOC.3Z,DAOC.4,DAOC.S,DAOC.Y,DAOC. DA(]D DAOD.1,DAOD.2,DAOD.3,DA0D.4,DAOD.5,DA0D.Y,DAOE.00,0AOE OY,DAOE 02, DAOE 1, DAOE.2,DAOE.3,DAOE. 4,DAOE .50,DAOE 51, DADE sv DADE 57,DA0E.6,DAOE.7,DAOE 3,  DAOF.0,DA0F.Y,0
AOF.Z,DAOY,DA0Z,DA40.0,DA40.1,DA40.2,DA40.3,DA40.4,DA10.5,DAG0.Y,DA0.Z,DA41.00,DA41,0Y,DA1.07,DAG1. 1,DA41.2,DA41.3,DAGLY,DAG1.Z,DA42.0,0A42.1,0A42.2,DA42.3,DA2.40,DA42.41,DAG2.4Y,DA42.47,DAA2.5,DA42.6,DA42.70,DA42.71,DA42.72,DA42.73,DAA2.74,0A02. 75 nw 75 nw 7Y,0A42.80,0A0
2810042620041 85 DAL 7,0A42.5)DAA2Y/DAA2,DAL3 0.0AL3-LDA.2DA3.3 A3, DAL, A3 AL IDAA1,DARA2,0A44Y/DA4A DAY DAZD 0DA20.L0A20.2DA20.300A202Y0A203DA20,DAZ0DAZLODAZL,DAZL20DA21 21 DR21 22 0A21 Y DAZL ZLOAZL 3 DAZLYDAZLZDAZZ 0D
A22.1,0A22.2,0A23.0,0A23.1,0A23.2, DA23.7,DA24.00,DA24.0Y,DA24.02,DA24.1,0A24.20,DA24.21,DA24.22,DA24.22,DA24.Y,DA:
2. a DAZ.Y,0A26.2,0A2Y,0A2ZDASO.0,DAS0.1,DASO.2,0AS0.3DAS0.,DASO.Z,0ASL0,0ASL1,DAS1.2,0AS1.3,0A51 40 OASL.41,0AS1 ALDAsx 50,DA51.51,DA51.52,DAS1.53,DAS1.5Y,DAS1.52,DA51.60,DA51.6Y,DAS1. sLDAsx Y,DAS1.2,DA52.0,DA52.1,DAS2.2,DAS2.Y,DAS2.7,DAS3.0,DAS3.Y,0A53.2,DASY,DAS0.0,090
,DAS0.Y,DAS0.Z,DAIL0,DA1. 1,DA91.2,0A91.30,DA91.31,0A91.3Y,DAO1 32 DAILY, DA91.Z, DAG2.0, DAQZ 1,0A92.Y,0A92.2,0A93.0,0A93.Y,DA93.7,DA94.00,DA94.01,DA94.02,DA94.0Y,DAS4.02,DA94.1,DASA. 20,DA4.21,DA94.22,DAIA. 2Y,DA9A.27,DA94. 30,0A94,31,DA94, 32,DA94,37,DAGA.Y,DA94.2,DASS,DA9.
6. ao DAIE,01,0AS6.02,DAS.04,0A96.05,DAS6.0Y,DAS6.07,0AS6.1,DASE.Y,DAS6.Z.DAS7.0,0AS7.1,DAS7.2,DAS7.3,DRO7.2,DAD8.0,DADS. 1 DAGS.2,DAS.3,DAGS.,DAS8.2,DASY,DASE, B10.00,0610.01,0810.02,D10.1,0B10.Y,0B10.2,0811.0,0811.10B1.2 081130814, DB1 L5 D11.6,DB1Y,OB1Z,0830.0,0830.1,D83
0.2,0830.3,0830.4,0830.Y,0830.2,0831.0,0831.1,0831.2,0B31.Y,0831.2,0832.0,0832.1,0832.20,0832.2Y nsaz zz nsaz a nsaz ,0B32.7,0833.0,0833.10,0833.11,0B33.1Y,0B33.17,0833.20,0833.2Y,0833.27,0833.3,0833.40,0833,41,0833.42,0B33.43,0B33.4Y,0833.47,0B33.Y,0B33.2,0834.0,0834.1,0834.2,0834.3
DB34.40634.Y,0634 20835 0DE35.1,0635.2,06353,0035.4.0035.1 nsas 2,DB36.0,0836.10,0836.11,0836.12,0836.Y,0836.2,083Y,0832,0850.0,0850.1,0850.2,0850.Y,0B50.2,DB51,0B52,0853,DBSY,DBSZ, DB60.0,0B60.1,0860.2,0860.3,0860.2,DB61,D862, DBGY, BEZ,DB70.00,0870.01,0870.02,B70.0Y,0870.02,0
DB71Y,08: B72,0C50.00,0C50.01,0C50.10,0€50.11, Dcso u DC50.13,0C50.14,0C50.1Y,DC50.12,0C50.2,0C50.2,0C51.0,0C51.1,0C51.2,0C51.Y,0C5Z,0C70.00,0C70.0,0C70.07,0C70.1,DC70.2,0C71.0,0C71.1,0C71.2,DC72.0,0C72.1,DC72.2,0C80.00,DC80.
02,0€80.1,080.2,DC81,0,0C81.1,0C81.2,0C82.0,0C82.1,0C82.2,0CS DD00.07,0000.1,0000.2,0D01.0,0001.1,0001.2,0D02.0,0002.1,0002.2,0012,0030,0,0030,1,0030.2,0030.Y,0030.2,0031.00,0D31.0Y,0031.02,0031.Y,0031.2,0D3Y,0032,0050.0,0050.1,0050.20,0050.21,0050.2,0050.22,0
D50.,0D51,0D52,0053,0D54,0D55,0D56,0D57,0D5Y,DD5Z,0090.0,0090.1,0090.2,0090.3,0090.4,0090.5,0090.6,0090.Y,0090.2,0D91.00,0D91.01,0D91.02,0091.03,0D91.02,0D91.1,0091.2,0091.3,0D91.4,0D91.Y,0D91.2,0092.0,0092.1,0092.2,0D92.Y,0092.2,0093.0,0093.1,0093.2,0093.Y,0093.2,0094,0095,
DD9Y,DD9Z,DE10,D11,DE12.0,0E12.1,DE13

EH10-EH1Z - Neonatal skin nfection | EH3Y - Other  EAQD,EAQY,EALD,EALLEA12,EA20,EA3 1,EA50.2,EA50.3,EASO.Y,EAS L EASY,EASZEAGD.0,EABD.L EAGO.Y, EAGO.Z,EAGY,EABD.0,EABD. LEABD.2, EABD.Y £ABL.0,EABL1 EABLY,EABLZ EAB2,EAB3.00,EAB3.01 £AB3.02,EAB3 OV EAB3.07,EAB3. L EABA, EABS.0,EABS. 1 EABS. 20, 3 EABS.3,EAS6.0E
to the perinatal or EASS.0Z,EABS.1 EABB.,E EA9D.0,EA90.1,EA%0.2E) y EA90.50,EA90.51 EA9D.52,EADD.53,EASD.5Y,EASD.Y EASD.Z, EADLD,EAD1.1 EAD1.2,EAD1 3,EADL. 40,EADL 41 EADL.42,EAD1 43, EADL.4Y EADLS, EADL6,EAOLY,

neonatal period EA91 1,£B01.0,EB01.1,EB01.2,EB01.3 £BOLY,£802.0,£60: €810,£811,£812.0,6812. 1EB12 Y £812.2,£813.0,6813, 1 £813.2,6870,£821,£B2 £830,€831, Y £B40.07,EB40.1,EBAO.2,EBAO.Y £B40.2,EB41.0,EB4L. 1 EBALY,EB42,EBA3, EBA4,EBAY £B50
JEBSL.0,£B1.Y,EB5Z EB60.0,EB50.1 EBGO.Y EB61.0, 8611, EBG .Y, E87Y,EB90.0,E690.10,690.11,EB90. 12,EB90.1Y,EB90.20,E890. 21, EB0.22,EB90.23,EB90.24, 690,27, EB90.30,EB90. 3V, £B9Y,EC10,EC1Y,EC20.00,£C20.01,EC20.02,EC20.03,EC20.0,EC20. 1EC20.2,EC20.30,EC20.31,EC20.

30,EC20.32,6C20.Y,EC21.0,EC21.1,EC21.2,6C21.3,EC21.4,EC21.Y,EC22.0,EC23.0,EC23.1,6C23.20,6C23.2Y,EC23.Y EC30,£C31,EC32,EC33,EC37,ECAD ECAY,ECS0,ECSY,ECTY, ECO0.0,£C90.10,EC90.11,EC0.12,EC90.1Y,EC50.2,EC0.3,EC90.4,£C30.5,EC90.6,ECO0.Y EC90.2,EC91.0,ECO1. 1 ECS1Z,EC2.0,£C92. 1 ECIY,EDOO,EOOL,
ED02,EDOY,ED2Y,ED30.0,ED30.Y,ED31 ED3Y,EDS0.0,ED50.2,ED51.00,ED51.0Y,ED51.0Z, EDSL.Y,EDS2,EDS3,EDS4,EDS5.0,ED55.2,EDS6, EDSY,ED60.00,ED60.01,ED60. 1 EDEO.2, EDBO.Y,ED6O.2,EDGL.0,£D61.10,ED6L. 11, EDGL. 1Y,EDGLY,EDE2.0,ED62.Y,EDE3.0,ED63.1, ED63.2,ED3.3,£D63.Y,ED63.2,ED64,EDY,EDT0.0 £D70.1,
ED70.20,E070.21,ED70.2Y,£D70.22,ED70.30,ED70.31,ED70.3Y £D70.4,ED70.50,ED70.51,ED70.5Y,ED70.52,ED70.Y,£D70.2 ED7L, ED2.0,ED72.1,ED72.2, ED73.0,ED73. 10,ED73. 11,ED73.Y,ED7Y,EDB0.0,EDE0. 1 EDB0.2,EDBO.3,EDBO.40,EDB0.41,EDB0.AY EDB0.4Z, EDBO.5,EDBO.6, EDBO.Y,EDB0.Z EDBL 0,EDBL 1 EDBLY,ED90.00,
ED90.01,E090.02,ED90.0Y,ED90.1,ED90.Y,EDL.0,ED91.1,£D91.2,EDG2.0,ED92.1,EDSY,EE00.00,EE00.01, EE00.02,EE00.0,EE00.02,EE0D. 1, EE00.Z,EE01.0,EEDL. 1, EEOL. 2, EEOLY,EEDL.Z EEO2.0,EE02.Y,EEQY, EEL0.0,EE10.10,EE10.1Y,EE10.2,EE10.3 £E10.4 EEL0.5,EE10.Y EE11.0,EE11. 1 EELLY EE12.0,£E12. L EEL2.Y,EE13.0EE
13.10,£E13.11,EE13.2,EE13.3,E13.4,EE13.5,EE13.Y,EE1Y,EELZ, EE20,EE21, EE40.0,EE40.10,EE40.1Y,EEA0.2,EE40. 30,EEAD.31, EE40. 32,EEAD.Y,EEAO.Z, EE4L. 0,EE41.1, EEAL.Y EES0,EEG0.00,EE60.0Y,EE60.0Z,EE60.1, EEGO.Y,EE61 EEGY,EE70.0,EE70.Y,EE7Y EEB0.0,EEB0.1, EEB EERY,EES0,EE91,EFO0.0,EFO0.Y,EF00.2,EFOL0,EFOL.

1,EFOLY,EF01.2,EF02.0,EF02.1 EF02.2,EF02.3,EFO2.Y,EFOY,EF20.0,EF20.1,EF20.2,EF20.3,EF20.4,EF20.Y,EF20.2,EF2Z,EF30,EF 31 EF3Y,EF3Z,EF40.0,EF 40.10,EF40.1Y,EF40.20,EF40.2Y,EF40.2,EFSO,EFSY,EF60,EF70,EF7Y,EF7,EFOY, EGDO,£GO1 1,£630.2,£G30.,£G40.0,EG4Y,EGAZ EGBO,EGB1 EG2,EGE3.0£G
63.1,EG63.2,EG7Y,EGOY,£GSZ,EHA0.00,£HA0.01,EHAD.02,EHAD, 10,EHAD. 1Y,EHAO.2,EHA0.3,EHAD.Y,EHGO,EHE 1.0, EHG1.1, EHG2, EHE3.0,EHE3. 1 EH63.2,EHG4, EHES, EHEG, EHET.0,EHE.Y,EH67.2,EHGY,EHZ, EHTO,EHTL EHT2.00,EHT2.0L EH 1EH76.2,EH76.3,EH76.Y,EHT7,EHT8 EHTY,EHTZE

HO0.0,EH90.1,EHOD.2, EHO0.3,EHO0.4,EHO0.5,EHO0.2,EHO2.00,EH92.01,EHO2.07, EHO2.1, EHO2.Y,EHO3.0,EHO3.1,EHO3.2,EHO3.3,EHO3.Y,EHO4, EJOY. £110,E11Y,£120.0,E120.1 £120.2,E120.3,E12Y,EJ30.0,E130. 1 EJ30.Y,EJ40.0,E140. 1 EJA1.0,EJA1.Y £141.2,EJAZ EJ6Y E171, E172,EK0D.0,EKD0.1, EKDD.2,EKDO.3,EKDD.4,EKDD.5,EKDD.6,EK
00.7,EK00.8,£K00.9,EK00.A,EK00.8,EK0D.C,EKDO.Y,EKDO.Z,EKOL, EK02.00,EK02.01,EK02.02,EK02.03,EK02.04,EK02.05, £K02.06,EK02. 10,EK02.11,EK02.12,EK02. 13,EK02.1Y,EKO: £K02.22,£K02.23,£K02.24,EK2.Y,EK02.Z EK10.0,EK10.LEK10.Y £K11, EKSO.
02,EKSY,EK70.00,EK70.02,EK70.1,EK70.2,EK70.3,EK70.Y,EK70.2,EK7L0,EK7L.1 EK71.2 EK90.0,EK90.1,EK90.Y,EK9L.0,EKI1. 1, EKIL. 2,EK92,ELLO,ELLY,EL3Y,ELS0.0,EL50.1, ELS0.2,ELS0.3,ELS1, ELS2,ELS3,ELS4,ELGO,ELGL, EL3,EL73.0,EL73.1 EL73.2,EL73.3,EL73.4,EL73.5,EL73.6,ELBO,EMOY EMOZ

FAOO0FALO LFADD 2 FAIDZFADLOFAOL1FAOL2FA0LZFAOZOFADL LEATE 2FALR ZFALR 0FADS FAOD 2403 ZFA0A A0S FAZFAIO0FALDLEALO 2FAIDZFATLOFALL LEALL 2FALYFALL ZFAI2OFALL1AT2 2 mz rm Y mz EFALS AL FALLEAN0 A0 LEA FAZLOERL VAL 2 FAL2E
A28 FR2A 005424 0L A QZFAAFALFALE a FALAEAZEN FAZEAZS OFAZS m FAZ5.11,FA25.12,FA5.1Y,FA25.17,FA25. 20,FA25.2Y,FA25. 27, FA26.0,FA26.1,FAZ6.2,FAZ6.Y,FA26.2 FA27.0,FA27.1 FA27.2,FA2T.3,FA27. A22,FA30.0,FA30.1FA30.2,FA30.Y FA30.Z,FA3L O,FATL LFA3L.2,FA31.3, FA3LA,FA
31.5FA31.6,FA31.7,FA31.8,FA3LY FA3LZ,FA32. 1,FA32.Y,FA32.7,FA33.0,FA33.1,FA33.2,FA33.3,FA33.40,FA33.4Y FAZ3.4Z FA33.Y,FA33 2, FA3A.0 FA3A. 1, FA3A.2,FA3A.3 FA3A.4,FA3A.5 FAA.Y,FA3S.0,FA35.1,FA3S.2,FAZS, masomsvmsma7 O,FA37.Y,FA37.2,FA38.0FA38.10,FA38.1Y,FA38.17,FA38.2,FA3S.
3,FA38.Y,FA38.Z,FASZ, FASY,FASZ,FAT0.0,FAT0.L mo 2FATOZFATLFAT2.0FAT2 1 rm z FA72.3,FA72.6,FA72.Y FATY,FATZFAS0.0,FABO.1FASD.2,FABO.3,FASD. FABD.S FABD.6 FABD.7,FAB0.8,FABD.9,FABD.A FABD.B FABD.Y,FABD.Z,FAB1.0,FAB1. 1, FAB1 Z,FAB2, FAB3,FABA.0,FABA.1 FABA.Z,FASS.0 FAS. 10,FABS. 11, FABS 1
LFABS 1 FARS 12ABSEARS 26481 FASTFASD 0£A0.LFASD SO FASLFASR 00FAS2OLFASE Y FASDOZFASE 1, FAOD Y, FASDZ FAGY AT FB00 S0 FBUZ FBIC FBIY FRIZ 83078910 831 L FBSLY 8312832 0FBS2.1 B30 20783 FBS2.22 RS2 § 324 FUS25 FRSLY B33 FBS2B00F D840
2,FB40.3,FB40.4,FBA0.5,FBAO.Y,FBAO.Z,FBA1.0,FBA1.1,FBA1.2 FBALY,FBA1.2,FB42.0,FBA2.1,FBA2.2,FB42.3,FBA3,FBAY,FBAZ,FBS50.0,£B50.1,FB50.2,FB50.3 FBS0.Y,FBS0.2,FB51.0,FBS1.1,FB51.2,FB51.3,FB51.40,FB51.Y FBS1.Y,FB51.2,F852,FBS3.0,FB53.1,FB53.2,FB53.Y,FB53.2,FB54.0,FB54.1,FB54.2,FB54.3,FBS4.4,FBSA.Y FB
54.2,7855.0,7855.1,F855.2,F855.2,FBS6.0,FB56. 1 FBS6.2,F8563,FB56.4,FB56.6,FB67,F880.0,£530.1,F880.2,B50.3,F580.4,FB80.5,FB90.6,F080.7,850.5,£50.9,FB80.A,F880.8,FBB0.Y,FB80.7,FB81.0,£B91.1,F081.2,F881.3,FB1.4,FBB1.5,FBSLY FB81.2, 882.00,7882.0Y,FB82.07,F82.1,FBS2.2,FB82.3,FB82.Y,FB82.2,7853.00
FB83,01,FB33.02,FB83,03,FB33.04,FB83,0Y,FB33.07,FB83.10,FB83.11,FB83.12,FB83.13,FB83.14,FB83.1Y,FB83.17,FB83.20,FB83.21,FB83.22,FB83,2Y FB83.27,FB84.0,FB8A. 1,FBBA.2,FB3A.3,FB84.4,FBBA.5,FBBA.Y,FB84.7,FBBS. 0,FB85. 1 FBS.Y,FB85.2,FB36.0,B86. 10,FB86.11,FB86. 1Y, FBBG. 17,FB86.2,FBBG.Y,FBE6.7,FBBY B8
2,FC00.0,FC00.1,FC00.2,FC00.3,FC00.4,FCO0.Y,FCO1.0,FC01.1,FCO1.2,FCO1.3,FCO1.4,FCO1.5,FCO1.6,FCO1.70,FCO1.7Y,FCO1.8 FCO1.9,FCOL.AFCOY,FCOZ

GBA0,GBA1,GBA2.0,GBA2.1,GBA2.Y,GBA2.2,GBAY,GBAZ

GB60.0,G860.1,GB60.2,GB60.Y,GB60.2,G861.0,GB61.1,GB61.2,G861.3,G861.4,G861.5,G861.2,GB6Z

GCEY/GCE2,GA0.0/GAO0.1,GAD0.2 GADD.3GAUD 40 GAUD 4, GAUD 4 GAU, 00 GAU. 01, GAU. 07 GAO1.10,GAO1. 11, GAOT.2,GAOLY GAOLZ GAG2.0GA0Z. 1, GAO0.2,GAO2.3 GAD3.0.GAD3.1 GAU3,GAU3.2,GAOA, GAUS0,GAUS.1,GA05.2,GAO5.3,GADS.Y,GADS 2 GADG GAOT.0,GAL71GA? ,GAO B1,GAL08
GA13.2,GA13.3,GA13.4,GA13.5,GA13.6,GA13.7,GA13.Y,GA13.2,GA14.0,6A14.1,GA14.2,GA14.3,GA14.5G
A14.6,6A14.Y,GA14. 1,6A15.2,GA15.3,GA15.4,GA1S.5,GA1S.6,GA15.7,GA15.Y,GALS 2 GA16.0,6A16.1,GAL6.2,GA16.3,GAL6.Y,GA16.2,GA17.0,GA17.1,GA17.2,GA17.3,GA17.4,GAL7.Y,GAT 1,6A18.2,GA18.4,GA18.5,GA18.6,GA18.7,GA18.Y GA1S. GA19.2,GA1Y,GA1Z,GA20.00
.A20.10,GA20.11,GA20,12,GA20.20,6A20.2Y,GA20.22,GA20. 4 A20.2,6A21.0,GA21Y,GA21 A30.1,6A30.2,GA30. 4,6A3 6,GA30.Y,GA30.2,GA31.00,6

31.01,6A31.0Y,GA31.02,GA31.10,GA31.11,GA31. 1Y, GA31.12,GA31.2,6A32.0,6A32.1,GA32.2,GA32.3,GA32.Y,G 3,GA34.00,GA34.01,GA34.02,GA34.0Y,GA34, 10.1,6A34.20,GA34,21,GA34. 22,GA34.3,GA34. 40,GA34, 41,GA34.0Y,GA34. 4 34.6,GA34.Y,GA34.2,6A40,GAG1.0,GAAL
1,6AB0.Y,GAB1.0,GABLY,GA90,GAIL0,GA91.1,GAI1.2,GAI1.3,GAIL 4,GAT1.5,GAIL.6,GAILY,GAIL 1,6800.2,GB00.Y,GBO0.,GBO1.0,GBOL. 1,GBO1.2,GB01.2,GB02.0,GBO2. 1,GB02.Y,GB02.,GB03,GBO4.0,GBOA.Y,GB04.2,GBOS.0,GBOS. 1,GBOS, 2,GBOS. 3,6B05.4,GB0S.Z,GB06.01,6.
1,6806.2,GBO /GB06.2,GRO7.0,GB07.1,GB07.2,GBO7.Y,GB0S, GBO 1,6820.Y,GB20.2,6821.0,G821.Y,G821.2,6822,GB23.0,GB23.1,6823.2,G823.3,GB23.4,GB23.5,GB22,GBS0,GBS 1 1855.1,G855.2,GB55.Y,GB55.2,GB56.0,

GB56.1,G856.2,GB: Gt 1,6870.2,G871.0,6871.1,G871.2,G871.2,GB72,G830.0,6880.1,GB80.2,GB8.Y,GB80.Z, GBS,

/6C00.0,GC00.1,6€00.2,GC00.3,6C00.Y,GC00.2,GC01.0,GC01.1,GC01.2,6C01.3,GCO1.4,GCOLY,GCO1.2,6C02.0,GC02. 1, GCO2.Y,GCO2.2,GC03,GC04.0,GC04. 10,6C04,11,GC04. 12,6C04,13,GC04.14,GCO4. 15,GC04.16,6C04.17,GC04. 18,GC04.19,GC04. 1A,GC.
0419/GCO412.GC042.GC4Y,GC04.2600,GCDS GC07GEOB..GC0.1,GC0.2,6C0.1,6C08.ZGCOY GCAD 00GCAD 01, GCAD 07,GCAD 10/GCAD 1,6C4D 12,GCA0 10D 21,GCAD 22.GCA00,GCH0.31,GCH0.52,GCH0.33,GCHO. 34 GCH0.35,GCH0.36,GCA037,GCHOSZ GO 40GOA 0, GO0 UZ GO SOGAO 51, GC40 32
GC40.53,GC40.54,GC40.60,GC40.6Y,GCA. 41,GC42.0,6€42.1,6C42,GC50.0,6€50.10,GC50.1Y,GC50.12,6C50.Y,GC50.2,6C51.00,6C51,01,6C51.02,6C51.10,6C51.11,GCS1. 1 GC51.2,6C70,GCT1 5 9,

HAGD.0,HAOD,1,HAO0.2,HA00.3,HADD.Z, HAO1.00, HAD1.01 HAO1.02,HAO1.03,HAO1 07 HAO1.10,HAD1. 11,HAO1.12,HAO1. 13, HAO1.1Z HAOLY HAO1.Z,HA02.00,HAO2.01,HA02.02, HAD2.03,HAO2.0Z, HAO2.Y HAO2.,HA03.00,HAD3.01,HAO3.02, HAD3.03,HAD3.0Z, HAO3. 10,HHA03.11, HAO3.12,HAO3.13,HAD3.17,HAD3.Y, HAO3 Z HAD
,HAOZ,HA20.0,HA20.1,HA20.2,HA20.3,HA20.Z,HA2Y,HA2Z, HAG0.0,HA10.1, HAG0.2, HAAO.3,HAGD.4,HAA0.5, HAGO.Y HAGOHAG1 HAGZ, HABY HASZ

JA00.00,JA00.01,JA00.02,JA00.03,JA00.04,JA00.05,JA00.06,JA00.07,JA00.08,JA00.09,/A00.10,JA00.11,JA00.12,JA00. 13,JA0D. 14,JA00.15,1A00.16,/A00.17,JA00.18JA00.19,JA00. 20,JA00. 21,JA00.22,1A00.23,JA00.24,JA00.25,JA00.26,JA0O.27,1A00. 28, JA00.29,1A00.30,JA00.31,JA00.32,JA00.33,JA00.34,JA00. 35,)A00.36,)A00.37,
JA00.38,A00.39,1A01.0,JA01.1JAO1.2,JAOL.Y,JA01.Z,JAO2.0,JA02. 1JAO2.Y,JA02.,JA03,JA04,JA0S.0,JA05.1,JA0S. 2,JA0S.3,JA0S. 4JA0S.5,JA0S. 6 JAS.7,JADS.Y,JA0S.ZJAOZ

1A20.0,1A20.1,JA20.2,JA20.3,JA20.4,JA20.Y,1A20.Z,JA211A22.0,0A22. 1, JA22.2,JA23,1A24.0,0A24.11A24.2,)A24.2JA25.0,

JA40.0,JA00.Y JAS0.2 JAS1 0 JANLY JALL ZIAG2 0 0A02. 1 JAG.2 JAAD.Y JAGD.ZJAA3.0)A03. 1 1A03.2 JAA3.3 JAA3.4 JA43 5 A43.Y IAA3 2 JAAZ

1804.0,804.1,J804.2,JB04.3,J804.4,1804.5,)804.Y,1804.2,J805.0,J805.1,/805.2,1805.3,1805.4,1805.5,J805.Y,J805.Z,/806.0,)806.1,/806.2,806.3,J806.J806.2.

1€14,/840.0,1840.1,1840.2840.3,1840.4,JB40.Y,J840.2

1863.00,J863.0Y,1863.02,J863.1,1863.2,1863.3,1863.4,/863.5,863.60,J863.6Y,1863.62,1863.7,1863.,1863.2

1864.0,864.1,1864.2,J864.3,1864.4,1864.5,/864.6,1864.7,1864.8 JB64.Y,1864.2

1860



M12 Death

5 more than 42 days but < 1 year after
delivery

M12  Death from sequelae of obstetric

1861 - Death from than 42 days but less than one year after delivery

1862 - Death from sequelae of obstetric causes

1861

1862.0,862.11862.2

m12 pregnancy,  JABO-IASZ ] the fetus, 2 | JAGO-1A6Z -C labour due JAB0.0,JAB0.1JAB0.2,JABO.Y,IA80.Z,JABLO,IAB1.11ABL.2,JAB1. 3 JABLY,IAB1.Z JAB2.0,1A82. 1 JAB2.2JA82. 3 JAB2.4,IAB2.5 JAB2.6 JAB2Y JAB2.ZIAG3.0A83.1,IA83.2,JA83.3,IAG3. 4 JA3.5,IA83.6,JAS3.Y,IAB3.Z,JABA.0,ABA. 1 JABA.2,IABA. 3 JABA. 4, IABA.5 JABA.Y,IABA.Z,JABS. 0 JAGS. 1 JABS. 2 IAGS. 3 JA8S. Y JIAGS.Z,JABG.0,JAGS.
7 chidbinth i gnancy | 1800-1802 - C v 18209822 - fetus | labour  1,JA86.2,JA86.3,JAB6.4,JAGG.5 JABE.6,ATG.Y JABE.Z JAGT,JABE.0 JABS. JABE.Y JABS.IAB.0JA8.1IAB.2,JA9.3,IABO.Y JASD.ZIABA.0JABA. 1, AGA. 2 JABA.Y JABA.Z,JABB. 0,JABB. 1, JAGB.Z,JABC.0JABC.Y JABC.Z,JABD.0JA8D. 1 JABD.Z JASE JABY,JABZ,IAGO0.0,JAG0. 1 JAG0.2JAGO. JAG0.Z JAG1.0A61. 1, JAG1.2,JA61.3 JAG1.4,
Delivery | JB40-J84 - Complications predominantly related to the puerperium | 2C75 - Malignant neoplasms of placenta  due to maternal pelvic abnormelity | J806 - ABLSASLY/AGLZIAG20 A2 1IAGR 2IAGR.3IAG2 AIAGLIAGLZIAGD 0AG) LIAGAAGSYJAGLL G AGS 0AG5,101AG5.1LIAGS.12.A65.IV,IAG.2IGS.3AGS 4 AGS 5 AG5 0657 JAGS.Y1AGS.ZIAGS 0JAGS,1JAGE 2JAG6.3 06,4 AGG.SAG5 YRGS ZIAGT.JAGT.1IAGT 2IAS? 3AGT4AG1 10676 0
bstructed labour due to other causes | 1840 0,J800.1,J800. 11,4801 1802.3,1802.4,J802.Y,1B02.7,1803.0,J803.1,J803.2,1803.2,J807.0,J807.1,/807.2,JB07.YJ807.2,JB08.0,)B08. 1, /808 2,J808.3,1B08. 4,180, 5 JB0S.Y,1B08.2,/B09.0,0809.1,J805.2,09.3,/809.Z,JBOA. 0, IBOA.1,JBOA.2,JBOA.3,JBOA
Infections in the puerperium A,mDA.5,moA.s,moA.7,moA.x,moA.v,moA.z.Jaos.ﬂ,mos l.JB(lC.ﬂ,lEDC l.JBﬂC.Z,lEDC a.JBoc.A,moc 5,JBOC.6,JB0C.7,1BOC.5,JB0C.Y,1BOC.,JBOD.0,J80D. 1,J80D. 2,JB0D. 3,/80D.4,/80D.5,180D.6,/80D.,B0D.5,JB0D. Y, JBOY,JBOZ,1820.0,J820.1,1B20.Y,J820.2,J821,1522.0,0822.11822.2,1822.2,1823.0,0623.11623.2,1623.3,0823.4,)
823.2,0824.0,824.1,1824.2,1824.3,J824.Y,J824.2JB22,J841.0,841.1,J841.2,J841.3,JB41Y,1841.7,0842.0,J342.1,0842.2,0842.3,JBA2.Y,JB42.2,1843.0,0843.1,J843.2,B43.3,1843.4,J843.5,JB43.6,1843.Y JB43.2,JB44.0,JB44. 1,)BA4.2,1B44.3,1B44.4,1B44.51BA4.6,JBAA.Y, 1B44.7,1845.0,JB45.1,JB45.Y,1B45.7,1B46.0,JB46.1,1846.2,1B46.
3JB46.4.1846.5.0846.6.J846.7.J842.2C75.0.275.Y.2C75.2
M12  Disorders of toslow. to | kA21- related to KA20.00,KA20.01,KA20.02 KA20.10,KA20, 11,KA20.12,KA20.1Y,KA20.1Z,KA20.2,KA20.Y,KA20.Z KA21.00,KA21.01KA21.02,KA21. 07, KA21, 10,KA21. 11,KA21, 1ZKA21.20,KA21. 21, KA21. 22, KA21.30,KA21. 31, KA21.32,KA21.33 KA21.34,KA21.35,KA21.36 KA21. 32,KA1.40.KA21.41 KA21.42,KA21.43, KA21.44,KA21. 45 KA21.46,
8 h 4 sh ight, not KA21.47,KA21.48KA21.42
short gestation or low birth weight,
M1z Bith injory KAGO.KAAZ - Birth injury. KA40.00,KA40,01,KA40.02,KA0.03,KA40.04,KA40.05, KA40.06,KA4O. 07, KAGD.08,KA4O,0Y,KAGD.0Z,KAAO. KARD.2,KAD.3KAGO.Y KA4O.Z KAA1KAA2 0 KAL2. 1 KAG2.2,KA42.3KA42. 4, KAG2.Y,KAG2.Z KA43.0 K43, 1,KAG3.2,KAA3.3KAG3.Y KAGA.00,KA4.0Y KAA0Z K44, 10,KAGA, 11 KAGA. 12,KA4. 2 KAGA.Y AL Z KA4S.0
9 O,KAAS.01,KAGS.0Y,KAAS. 0Z,KAAS.1,KAAS 20,KALS. 21,KAAS, 2Y KALS. 2Z KAG5.3,KALS.4,KAS.5 KAAS, 6 KAGS.Y KAL6.0,KAL6.1KAE 2 KALG.Y KALZ
m13 KAGO-KAGZ - 11c15-Te | 1C15,EH3Y,KAGO,KAG1.0,KAG1.1,KAG1.Z,KAG2.0,KA62.1, KAG2.2,KAG2.3,KAG2.4 KAG2.5 KAG2.6,KAG2.7,KAG2.8 KAG2.9,KAG2. A KAG2.Y,KAG2.Z,KAG3.0,KAG3.1,KAG3 2 KAG3.Y KAG3.Z,KAG4.0,KAGA 1 KAGA.Y,KA6A.Z KAGS. 0, KAGS. 1, KAGS.2,KAGS.3KAGS. 4 KAGS.Y.KAGY,KAGZEH10,EH11 EH12,EH1Z
o EH3Y - P i h ]
M3 fictothe  KB20-KB2Z- Resp fic to the p period | KB04,KB20.0KB20.1,KB20.2KB21.0,K821.1,KB21 01,KB23.02,KB23.0Y,K823.07,K823.1,KB23.2,KB23.Y,KB23.2,KB24,KB25,KB26.0,B26.1,KB26.2,KB26.3,KB26.Y,KB26.2,K27.0,KB27.1,K827.2,KB27.3,KB27.4,KB27.Y KB27.2 KB28.0,KB28.1, KB28.Y,KB28.2,KB29.0,K829.Y,KB29.2,KB2A.0,KB2A. 1 KB2A
1 perinatal o neonatalperod of newborn KB2A.3,KB2A.Y,KB2AZ,KB2B,KB2C KB2D,KB2E, KB2F KB2G,KB2H KB2J.0,KB2).1,KB2).2,KB2).Y.KB2.Z KB2K.0.KB2K Z KB2Y.KB2Z
M3 C i KBAO-KBAZ-C: inth ] KB40,0,KB40.1,KB40.Y,KBA0.2,KB41,KB42,KB4d,KBAS,KB46,KB47,KB48 KBAY,KBAZ
2 the perinatal or neonatal period
m13 the  KAOOKAOZ- pregnancy, | kA22 - newborn 0KAQD.1,KAG.2,KAO0.3,KAOD.4,K KAQD.6Y.KACO,6ZKA00.7KACO.8, KAOD.9,KAQD.A KAOO.B,KAQD.Y,KAOD.Z,KAD1.0,KAOL.1, KAO.2,KAO13,KAOL.4 KAOL.5, KAOL.6 KAOL.7,KAOL.8 KAOLY,KAOL.Z,KAO2.0,KAO2.1,KAO2.2 KA02.3,KAO2.4,KAO2.Y,KAO2.Z KAO3.0,KAO3.1,KAD3.20,KAG3. 21
3 perinatal period related e ight | KA2Y - related KAO3.2Y,KAO3.22,KAO3.3,KAO3.4,KAO3.Y,KAO3.Z,KAOA.0,KAOA. 1, KAGA.Y,KAO4.Z KAOS.0,KACS. 1, KADS.2,KAOS.3,KAOS. 4 KADS.5 KADS.6, KAOS.70,KAOS. 71, KAOS. 72,KADS.8, KAOS.Y,KAOS.Z,KACE.0,KAOB.1, KAOG.2,KAOG.3,KADE.4,KAOB.5, KAOG.Y,KAOG.Z,KAOT.0,KAO7.1KAOT. KAOZ, KA22.0KA22.1KA22.2,KA22.3 KABO.O KABD.
to length of gestation or fetal growth. | KA2Z - Disorders of newborn related to length of gestation o fetal growth, AR KRB0 KARD 4 A S ABD KNGO KNS KA 0ANSZ LKAS22KASE 52 82 A2 02T KAUL LKA 0 XASS. L KARS 2 AES.3 S A3 G 6 KBS XASS. B ARSSJASSMKABA O KB KABA 2S5 HSA A ABA 5. 485 0SS Y KIS LSS XAST O XART LXAST 2,08
unspecified | | | KB4 KABY.5 KAB7.6,KAST.Y,KAB.Z KABS, KASS.0,KABO.Y KAB.Z KABA.0 KABA.1 KABA.2, KABA.3KABA.4 KABA.Y,KABA.Z,KABB, KABC KABD, KASE KABF.0, 0,K800.1,KB00.Y,K800.
h ] | KBGO-KB6Z - fc EDDKBEDIKBEDZOKEW 2Y,KB60.2Z,KB60.30,KB60.31,KB60.3Y,KB60.32,KB60.40,KBEO. 41, KB60.42,KB60.4Y,KB60.4Z,KBG0.Y XB60.Z,KB61.0,KB61.1,KB61.2,KB61.3,KBG1.Y KB61.2,KE62.0,KB62.1,KB62.2,KB62.3,KB62.Y,KB62.2,KB63.0,KB3. 1 KB63.20 KB63.21,KBE3. 2V KB63.22,KB63. 30 KB63.31,KB63. 3V, KB63.3Z,KB63.4,
fetus or newborn | KBS0-KBZ - Digestive system disorders of fetus or newborn | KCO0-KCOZ - Genitourinary system KBG3 5064 KEGZ K580 K61 G81 KB82,(583 K554 (0350 K51, K0S, 1 (85 Y KBESZ.(6.0BAG 1.KG86.2)(86.3 KBS Y K262 KBE7.0XO47.1087.2 KBE7.,(087.4KBS7 K667 2850 GG, 1,4058.2 K68 KB66.1(85.2KBED 0X089.L KBS0 Y K662 BBA KBED KORC KEBY KBGZ KCODKCOLKCOIKC
h ] 1 KC20-KC: (€24 KC30,KC31KCIY KCAD.0KCAD.L, KCaL1KCAL D11KD12.0K01 KD30.1K030.2KD30.2,KD31,KD32.0,KD32 LKI
newborn | KD10-D1Z - Disturbances of temperature regulation of newborn | KD30-KD3Y - Certain disorders originating KD32.4,KD32.Y,XD32.2KDI3KD34, 1,KD39.2,KD39.3,KD39.4 KD39.Y KD39.2,KD3A,KD35.0,KD38.1,KD3B.ZKDIC.0,KDIC,.ADIC.ZKD3)

in the perinatal period

w13
4 heartorgreat vessels

M13 Chromosomal anomalies, excluding
5 genemutations

LABO-LABZ | heart or great vessels

LD40-L072 - Chromosomal anomalies, excluding gene mutations

w13 LA0O-LAOZ
6 ofthe nervous system
M13  Other i LAL0-LA1Z ! |
7 | lies of the face, mouth or teeth |
LAGO-LAGZ | | lies of the
p | LB00-LB0Z | wall or umbilical cord
| tB10-1812 | igestive tract | L820-L822
of the liver, bilary tract, spleen | lies of the urinary system |
1840184z | tal system |
anomalies of the male genital system | Jies of the breast | |
peript | 18701892 |
skeleton | LCO0-LCTZ -Structural developmental anomalies of the skin | LCB0-LCBZ - Structural developmental anomalies
I glands | LD20-L022 lies or syndromes | LDO - C
of intellectual development as a relevant clnical feature
w13 in
8 capacity

MHLL s

M3 Sudden
9

M4 Unknown cause

MH12 - Other sudden death, | | MH14 - Other
causes of mortality

LABD.0,LA80.1,LAB0.2,LABD.3,LAO.Y,LAS0.Z, LAB1,LAB2, LAB3,LAB LASS. 00,LABS.0Y,LASS.0Z, LABS. 1,LABS. 20,LABS. 21,LA8S.22,LABS. 23, LA8S. 2Y,LABS. 22,LA8S. 3, LABS.40,LA8S. 41, LABS.4Y, LA8S.4Z,LABS.Y, LA85.2,LAB6.0,LABE. 1,LA86.20,LABG. 21,LA86.22,LABG. 2Y,LA86.2Z,LA6.3,LASG.Y,LABG.Z,LABT. m) LAB7.01,LA87.02,LA8
7.03,LAB7.0Y,LA87.02,LABT. 10,LA87.11,LABT. 12,LA87.13,LABT. 1Y,LAB7.1Z,LA87.3,LA87.40,LABT.41,LA87.42,LABT.43,LA87.44,LABT.45,LABY.4Y,LABT.4Z,LABY.Y,LABT.Z,LASS.0,LABS.1,LABS. 20,LABS. 21,LABS. 22,LABS. 2Y,LABS. 22,LABS. 3,LABS. 40,LABS. 41,LABS. 42, LABS. Y, LABS. 42, LABS.Y,LABS.Z,LABS. LA89.2,LA89.3,
LABI.Y,LA89.2,LABA.00,LABA.01,LABA.OY,LABA.OZ,LABA.10,LABA.1Y,LABA. 12,LABA.20,LABA.21,LABA. 22, LABA.23,LABA. 24,LABA. 2Y,LABA.27,LABA.3,LA8A.4,LABA.5,LABA.6,LABA.Y, LABA.Z,LABB.0,LABB.1,LABB. 21,LASB. 2,LA8B. 23, LABB. 24,LABB.2Y,LA8B.2Z,LABB.3,LABB.4,LABB Y, LABB.Z,LABC.0,LASC. u\Bc 2LABCY,LABCZ,
LABD,LABE 0,LASE.1,LASE.2,LASE 3,LABE Y LASE.Z,LASF,LABG.0,LAG.Y,LABG.,LABY LASZ

LD40.0,D40.1,LD40.2,LD40.Y,LD40.2,LD41.00,.D41.01,LDAL.0Y, D41 0Z,LD41.10,.D41. 11,LD41.1Y,LD41.17,LD41.20,LD41.21,LDA1.2Y,LD41.2,LD41.30,LD41.31,LD41.3Y,LD41.37,.DA1.40,LD41.41,LDAL.4Y,.DA1.4Z,LDA1.50,LD41.51,LDA1.5Y LD41.52,LD41.60,L.DAL.61,LDAL 6Y,LDAL.62,LD41.70,L DAL 71,LDAL7Y,LDALTZL
DA1.80,LD41.81,LD41.8Y,LD41.82,L041.90,L.DA1.91,LD41.9Y,LD4L.9Z,LDA1.A,LD41.B0,LDA1.B1,LDA1.BY,LD41.8Z,LD41.C,LD41.D,LDA1.,LDALFO,LD4LF1,LDALFY,LD4L.FZ,LDA1.GO,LDAL G1,LD41.GY,LD41.GZ,LDAL HO,LDA1. H1 LDALHY,LD41. HZ,LDA1.10,LDA1.11,LD4LY,LDALIZLDA1.KO,LD4LK1,LDALKY,LDAL KZ,LDALLL
DA1M,(D41N,LD41.P,LD41.Q,LD41.Y,LD41ZD42.0,.042.1,LD42.Y,LDA2.2,LD43.0,L043.1,LD43.Y,LD43 Z,D44.10,LD44. 11,LD44.1Y,LD44.17,LD44.20,LD44.21,LD44.2Y,LDA4.27,LD44.30,.D44. 31,LD44.3Y,1044.37,D44.40,LDA4.41,1D44.4Y,LDA4.47,LDA4.50,LD44.51,LD44.5Y,LDA4.57,LD44.60,.D44.61,LDA4.6Y,LDA4.6Z,LD
44.70,LD44.71,LD44.7Y,LD44.72,LD44.80,LD44.81,LD44.8Y,LD44.87,LD44.90,LDA4.91,LD44.9Y,LD44.9,LDA44. AD,LDA44. AL LDA4. AY,LDA4. AZ,LD44.B0,LDA4. B1,LDA44. BY,LD44. 52, 1,D44.CY,LD44.CZ,LD44.D,LD44.E,LDA4.F, Y ,LD44.GY,LD44.GZ,LDA4.HO,LDA44.H1,LD44 HY,LD44.HZ,LD44.10,.D44.)
1,UD44.Y,LD44.12,.D44.K0,LD44.K1,LDA4.KY,LD44.KZ.LDA4.L0,.D44.L1,LDA4.LY, LDA4,L7,LD44. M,LDA4.NO,LDA4.NY, LD44.NZ,LD44.P,LDAA.Y,LD44.7,LDA5.0,LD45.1,LD45.Y,LD45.2,LD46.0,.D46.1,LDA6.Y,LD46.7,LDA7.0,LDA7.1,LD47.2,LD47.3,LD47.4,LD47.Y,LD47.2,LDS0.00,LDS0.01,LD50.02,LDS0.03,LDS0.04,LD50.1,LDS0.2,L
D50.30,L050.31,LDS0.3,LDS0.Y,LDS0.2,LD51,LD52.0,L052.1,LDS2.YLD: 1LDS6.Y,LDS6. V1072

LACD.00,A00.0,LAD0.02,LA00.1,LAD0.2,LAD0.3,LAD0.Y,LAOD.Z,LAOL,LA02.00,LA02.01,LA02.02,LA02.0Y,LAO2.0Z,LA02.1,LAO2.Y,LA02.Z,LAD3, LAD4.0,LAD4.Y,LADA.Z,LADS.0,A0S.1,LADS.2,LADS.3,LA0S.4,LADS.50,LADS.51,LADS.5Y,LADS.5Z,LADS.60,LA0S. 61,LADS.62,LA0S. 6Y,LADS.62,LA0S.7,LADS.8,LADS.Y, A0S Z,LADG.0,LAOG
1,LA06.2,LA06.Y,LADG.Z,LADY.0,LA07.1,LAD7.2,LADY.3,LAO7.4,LADY.Y,LADT.Z,LAOY,LAGZ

LAT0.0,A10.1,LAI0.2,LA10.3,LA10.Y,LA10.Z LAT1.OATL 1,LA1.2,LA11.3,LA114,LALL5,LA1.60,LA1L61,LAT1.62,LALL6Y, LA 167, LALLY,LA11.Z A12.0,LA12 L LA12.2LA12.3,LA12.,LA12.Z,LA13.0,LA13.1,LA13.2,LA13.3,LA13.5,LA13.6,LA13.TO,LA13.71,LA13.72,LA13.73,LA13.74,LA13.76,LA13.7Y,LA13. 7 A13.80,LA13
Y,LA13.7,LA14.00,LA14.01,LA14.02,LA14.03,LA14.04,LA14.05,LA14.06,LA14.07,LA14.0Y,LA14.10,LA14. 11,LA14.12,LA14. 13,LA14.14,LA14. 1V,LA14.17,LA14.2,LA14.Y,LALA.Z,LALY,LAIZ LA20,LA21.0,LA21.1,LA21.2,LA21.3,LA21.Y,LA22.0,LA22.1,LA22.2,LA22.3,LA22.0,LA22.Y,LA22.2,LA23,LA24,LA2Y,LA2Z,LA30.0,LA30.1,LA30.
214303 LAS041430 SOLAI0SLLASD S A SZLAJ0.6 LASD AASD $LAJ0.SLAS0VLASD ZIASLOLATL LLASLAABL LATLALASLYAAD OLAO.LLAD 2LASLOLML LML OLARR 22 LANYLARZLASOLASL ASPLAS) LASALASS LASE LASY ASLAAGOAGLLAGD AGYLAGLLATO OLKTO.LUATO LLATO 31

ATOX LATOZLA71.0,LA71.1,LAT1.2,LA71.3,LA71Y,LA71.Z,LAT2,LAT3.0,LAT3.1,LA73.Y,LAT3.Z,LA74.0,LA74.1,LATA.Y,LA74.Z,LATS.0,LATS. 1,LATS.2,LA7S.3,LATS.4,LATS.5,LATS.6,LATS.Y LATS.Z,LA76,LAT7,LA7Y,LA7ZLB0D.0,LB00. LB02,L803.0,L803,
1B12.11,1812.2,(812.3,1812.4,(B12.5,812.Y,B12.2LB13.0,L13.1,LB13.2,(B13.Y,LB13.2,LB14,B15.0,LB15.1,LB15.2,LB15.3,(B15.4,LB15.5,B15.Y,B15.2,LB16.0,L816.1,LB16.2,L816.3,LB16.Y,B16.2.B17.0,LB17.1,B17.2,LB17.3,LB17.4,B17.Y,L.B17.2,LB18,LB1Y,LB1. 1820.02,L820,10,0820.1¥,LB20.1Z8
0.20,L820.21,LB20.22,L820.23,B20.24,LB20.2Y,L820.22,L820.Y,1B20.Z,LB21.0,LB21.1,LB21.2,LB21.3,LB21.4,LB21.5,LB21.Y,1B21.7,LB22.0,L822. 1,LB22.2,LB22.Y, L 1B30,02,1830.1,L830.2,L830.3,L830.4,L830. 1B30.62,1830.7,L830.8,830.9,L830.Y,1830.
1831.0,(B31.1,L831.2,L831.3,L831.4,LB31.5,L.831.6,LB31.7,L831.8,LB31.9,L831.A LB31.8,LB31.C,LB31.0,LB31.Y,L831 B40.0,L840.1,LB40.2,LB40.Y,LBA0.2,LB41.0,L41.1,LB41.2,LBA1Y,LB41.2,LB42.0,LB42.1,B42.2,LB42.3,LB42.4,LB42.5,B42.Y,LB42.2,.B43.0,LB43 1, LB43.Y, B43 7,LBA4.0,LB44.1,0B44.2,LB4d. 3
LB44.4,B44.5,LB44.6,B44.Y,LB44.2,LB45.0,LB45.1,LB45.2,1B45,3,LB45.4,1B45.5,LB45.6,1B45.7,L845.8,845.9,LB45.Y,845.7,LBA L852.0,L852.1,L852.2,LB52.Y,L8: LB53.0V,LB53.07,LB53.1,L853.2,LB53.3,LBS3.4,LB53.Y,LBS3.2,LBS4,LBSS5,LBS6,LBS 186186
2,L863,LB6Y,LBEZ,LA90.00,LAS0.0Y,LA90.07,LAS0. 10,LAS0.11,LA0. 12,LA90.13,LAS0.1Y,LA90. 17, LAS0.20,LAS0.21,LASO.2Y,LAGO. 22,LAS0.30,LAS0.31,LASO.32,LA90.3Y,LASO.37,LA0.40,LASD.41,LA0.42,LASD.4Y, LAG0.4Z,LASO.5, LASO.Y,LASO. L870.02,L870.1,L70.2,870.3,LB70.Y,LB70.2,LB71.0871.1,B

7LY,871.2,1872.0,872.1,L872.2,LB72.Y,872.7,LB73.0,LB73.10,L873.11,LB73.12,L873,13,LB73.1Y,LB73.17,LB73.20,L873.21,873.22,873.23,L873.26,L.873.25,873.26,LB73.27,L673.28,1873.29,L873.2A,L873.2Y,873.27,LB73.Y,LB73.2,LB74.0,.874.1,LB74.2,LB74.3,LB74.4,LB74.5,LB74.Y,LB74.2LB75.0,LB75.1,B75.2,LB75
Y,LB75.7,L876,877,L878.0,L678.1,L878.2,L878.3,LB78.Y,LB78.2,LB79.0,L879.1,L879.2,LB79.3,B79.Y,L879.7,L880.0,L880.2,LB80.Y,LB81.0,BB1.Y,LB8Z,890,0,890.1,L890.2,L890.3,L890.4,L90.5,LB90.6,890.7,L890.8,LB90.Y,LB90.Z,LB91,LB92, LB93,0,L893.1,LBI3.Y,L893. mausssmasmsssmasnsssussm
L897.1,L897.2,L897.3,LB97.Y,L897.2,LB98.00,LB98.01,L89.02,LB98.0Y,LBIE.07,LB9S. 1,895, 20,LB98. 21,LB9S.22,L B9 2Y,LB98. 22,LB98.3,LB9.4,LBIS. 5, LBI.Y,LBI8.Z,LB99.0,LB9S. 1,LB9O.2,LB9.3,LB9I.4,LBS.5,LB9I.6,L89S.7,LB9O.8,LBSS.Y, LB9O.Z,LBIA.0,LBIA. 1,LBIA.2,LBIA.3,LBIA.4,LBIA.5,LBIA,6,LBIA.7,LBIA.8,LB9
LB9AZ,LBIB,LBIY,LBSZ,LC00.0,LCO0.Y,LCO1,LCO2,LCOY,LC10,LCTY,LC20,LC2Y,LC30,LC31,LCA0,LC50.0,LC50.1,LCS0.Y,LC5L,LC52,LCSY,LCSZLC60,LCTY,LCTZLCBO0,LCBY LC82 LD20.0Y,L020.0,L020.1,L020.2,LD20.3,LD: na,mmvmmummmnvmnzmzzmzamzaaomzammzammu
03,L024.04,.024.0Y,LD24.02,.D24.10,.D24.11,LD24. 1Y,LD24.1Z,.024.20,L024.21,L024.22,L.D24.23,.024.2Y,L024.22,.D24.3,.024.4,.D24.50,LD24.51,LD24.5Y,.D24.57,LD24.60,1D24.61,LD24. 6Y,LD24.62,.D24.7,L024.80,L.024. 8Y,D24.82,.D24.9,.024. A,LD24,80,1D24.B1,LD24.BY,L.D24.BZ,LD24.C,LD24.D,LD24.E.LD24.FLD.
24601024 GLAD24.G2AD24 GYAD24.GZLD24 LD24-0.D24. D24 1 LD24 KOLDZ4 Y LD24 KZLD24 YADDA. LD25.07,L025.1,L025.2,L025.3,L025.Y,LD25.2,LD26.0,.026.1,LD26.2,L.026. LD26.4Y,LD26.4Z,L026. LD26.67,LD26.Y,LD26.2,LD27.00,LD27.01,LD27.0
2,027.03,LD27.0Y,1027.1,L027.2,L027.3,L027.4, LD28.0Y,L028.02,L028.10,.D28.1Y,LD28.2,L028.Y,L028.2,LD29,L02A.0,LD2A. 1,LD2A 2,.D2A,3,LD2A.4,LD2A.Y,LD2A.Z,LD2B,LD2C,LD2D,0,L02D.10,LD2D.11,L02D. 12,L02D.1Y,LD2D. 1Z,LD2D.2,L02D.3,L02D.4,L02D.Y.
1LD2D.Z,LD2E,LD2F.00,LD2F.01,LD2F. oz,mzr.aa.mz; ov,mzr.az,mzr.m.mz; n,mzr.u.mz; 13,LD2F.14,LD2F 15, LD2F.16,LD2F 1Y, LD2F.12,LD2F.Y,LD2F.2,LD2G,LD2H.0,LD2H.1,LD2H.2,LD2H.3,LD2H.4,LD2H.Y,LD2H.Z,LD2Y,LD22,LD90.0,LD90.1,LD90.2,LD90.3,LD90.4,LDI0.Y,LDI0.2
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Other symptoms, signs or clinical
findings, not elsewhere classified

Unintentional land transport road
raffic injury events

21-Symptoms, signs or clinical findings, not elsewhere classified

PAOO-PAOZ - Unintentional land transport road traffic njury event

events

Unintentional falls

PAOD-PASZ

PAGO-PAGZ - Unintentional fal

PA9D-PASZ br

or falling into water

Unintentional threat to breathing

orfalling into water

PBOO-PBOZ - Unintentional threat to breathing

tofire and to | P11 to controlled fire | PB12-
other sources of heat o ignition e 1

Unintentional exposure to steam, hot vapour, air or gases | PB1S - Unintentional exposure to excessive heat

or harmful toor l
effects of drugs, medicaments or
biological substances
Unintentional exposure to or harmful - PB30-PB36 toor
effects of substances chiefly
nonmedicinal as to source
| PATO-PATZ ith
PABZ object, | pR1Y

Intentional self-harm

thermal mechanism | PB12 - Unintentiona exposur to nspecifed thermal mechanism | PB50-7B55.- Unintentiona

exposure to | PB6Y - v |
unintentional cause of morbidity or mortality
PB30-PD3Z - Intentional self-harm

Other types of assault

Events of undetermined intent

Exposure to extreme forces of nature

Armed conflict

Legal intervention

Other external causes of morbidity
and mortality

PE20 projectile from firearm

PDS0-PF2Z - Assault

PF40-PHEZ - Undetermined intent

PI0O-PIOZ - Exposure to extreme forces of nature

PJGO-PKEZ - Armed conflict

PJAO-PIAZ - Legal intervention

PI20-P12Z - Maltreatment | PK8O-PL1A.Z - Causes of healthcare related harm or injury | PL2Y - Other specified external
4

‘causes of morbidity o mortality | PL2Z - External causes of morbidity or mortality, unspecifie

WHLL-Sudden infant death syncrome | VHI2-  NAIOMATLOMAOLLVAD! ALO 2L Az AL ! omase e :
Otnersutden domn, s s s o s
| MtL4 - Other 252 B2 GBS VBES M EHEZ LU MBS G2 BT ABE SBES  MEES EMBELO 3k MR 2B G2 A NBEA MBS COMBEA 6 MBZA G VA e
unspeciied causes ofmartly | MG2A - Ageing : %
n o apeess nom as0ism e o e oz ooz, oz "
OO LB LBV MRS i
IMART M7 A7 B SR ML oy s : y s 2085 e e o
HOTLA RO EHDTL MO AMDTLS ML EMDLLTMEAL IO 1L MDTLIZNOTL MOTLAMDIE S HOILCHDLL SO 1ML MDD, " "
iy aion 15803 MOBLOMOBL 1GHORL 1 MD81 12 DB MOS1 DB D81 oo o i

PAOD-PAOZ - Unintentional land transport road traffic
injury event

PE20- Assault by projectile from firearm

PAOO,PAO1,PAO2,PAD3,PAOA,PADS,PAOG, PAOT, PAOS,PAOS PAOA,PAOB,PAOC, PAOD, PAOE,PAOF, PAOY.PAOZ

PALOPAI1PA12,PAI3 PAL4,PALS,PALG PALT PAIS,PAIS,PATA PALS PALC PALD,PALE PALF PALY P

A2C,PAZD PA2E P

PA30,PA31,PASZ,PAG0.0,PAGD.1PAG.Z,PAGL.O,PAYL.Z PAGZ PASO.0 PASO.LPASO.2 PASY PASE

PAGO,PAG1PAGZ

PA9D,PAI1L,PAS2,PASE

PBO0,PBO1,PBO2,PB03,PBO4,PBOS,PBOG, PBO7,PBOS, PBOY,PROZ

PB10,PB11,PB12,PB13,PB14,PB1S

PB20,7B21,PB22,PB23,PB24,PB25,PB26,PB27,PB28,PB29.

PB30,£831,PB32,PB33,P834,PB35 B3

PB16,PB1Y,PBIZ,PB6Y, PE

PATZ,PABD.0,PABO.1,PAB0.2,PABPAB2, PAB3.0,PAB3.1,PAB3.2,PAB,PABS PASY,PABZ, PBSO,PBS1,PB52,PBS3, PB4, PBSS. 0,PBSS. 1, PBSS.Y,PBSS. 7, PBS6, PBS7,PBSS,PBSO,PBSA,PBSB.

PB30,PBS1,PB82,PBE3,PBI0,PBI1.0,PB91.1,PBI1.7,PBIZ,PCO0,PCO1,PCOZ, PC2Y,PC2Z, PC30,PC31,PC3Y,PC3Z,PCAD,PCA1,PCA2,PCA3, PCAA PCAS,PCAB, PCAT,PCAB, PCAY, PCAZ, PCS0.0,PC50.1,PC50.Y,PC50.Z,PCS1,PCS2,PC53.0,PC53.1,PCS3.Y,PC53.7,PC54,PCSS, PLSY,PCSZ, PCBO0,PC61,PC62,PCE3,PC6Z, PCTO,PCT1,PCT2,PCT3,PCTAR.
(C75,PC76,PC77,PC78,PC7Y,PCT2,PC80,PC81,PC82,PC83,PC3A,PC8S, PCB, PCEY,PCSZ,PCI0,PCI1, P92, PLI3,PCI4,PLIS,PLI6,PCST,PCIE, PLII,PDOO,PDO,PDO2, PDO3,PDOA,PDOS, PD20,PD21,PD22,PD23,PD24,PD25,PD26,PD27,PD28,PD29,PD3Y,PD3Z

PE20.0,PE20.1,PE20.Y,PE20.2

PD50,PD51,PDS2,PD53,PD60.0,PDE0.1, PD60.Z,PD61.0,PD61.1 PDELY,PD61.Z,PD6Z,PD70,pD71,PD7Z,PDSY,PDSZ, PEOD,PEO1 PEOZ, PELO P11 12,PE21,PE22,PE30,PE31,PE3Z,PEAD,PEA1, PEAY PEAZ,PESO,PES1 PES2,PES3, PESY, PESZ,PEGO,PE61, PEG2,PE63, PEGA,PEGS, PEG6,PE
67,PEY,PEGZPET0,PE71,PE72,PE73,PE74,PET5,PE76,PETY,PE72,PEGO,PES1,PES2,PES3,PESA, PEGS,PERS,PEG7,PEGS, PESD,PESY PESZ,PESO,PES1,PES2,PES3,PESA PESS PFL0,PFLL PF12,PFA3,PFLA,PF1S.0,PFLS. L PFIS.YPFLS.2,PFL,PFLT, P18 PF9,PFIA PFIPF2Y,PF2Z

PF40,PF41,PFA2,PFA3,PFA4,PFAS,PFAG PFAT,PFAB, PFA9,PFAA PFAB, PFAC,PFAD,PFAE PRAF PFAY,PFAZ, PFS0,PFS1,PFS2,PFS3 PFS4,PFSS,PFS6, PFST,PFS,PFS9,PFSA RSB, PFSC,PFSD,PFSE PFSF PFSY PFSZ PF60,PFE1,PFG2, P63 PF64,PF6S,PFG6, PFGT,PFGS, PF69,PRGA PFGB,PFGC PFGD,PFGE, PFGF PFGY PF6Z,PF0,PFTLPFTZ,PFB0,PF
8Y,PFBZ,PFO0,PFOY PFOZ,PG1Z,PG20,PG21,PG2,PGAY PGAZ,PGS0,PGS1 PGSZ,PGEO,PGE1, PGE2, PGE3,PG64,PGES, PGES, P67, P68, PGE9,PGEY,PG6Z, PG70,PG71,PGTZ, PGB0, PG1,PGI0,PGI1,PGIZ PHOO,PHOL,PHOY,PHOZ,PH1O,PHLL,PH12,PHI3 PHIZ,PH20,PH21,PH22, PH23,PH24,PH2S, PH26, PH27, PH2Y,PH2Z PH30,PH31PH3
2,PH33,PH34,PH35,PHI6,PHY,PH3Z,PHAO,PHAL,PHA2, PHA PHAA PHAS PHAE, PHA7.O,PHAT.2 PHS2,PH53,PHS4,PHSS PHS6,PHT0,PHT1,PH72,PHT3,PH74,PHTS.0 PHTS 1 PHT5.Y,PHTS.Z,PHT6 PHTT PHIS,PHT9,PHTA PHTB PHBY.PHEZ

PI0O,PI01,P102,PI03,P104,PIOS,PI06, PIOT PIOY,PI0Z

PIGO,PIG1,PI62,PIGY,PI6Z,PITOPITLPS PIB2,P183,PIEY,PISZ,PI90,PIO1,PI92,PIOY PISZ, PKOD,PKOL,PKO2,PKO3, PKO4,PKOZ,PK10,PK11, PK1Z,PK20,PK2Y,PK2Z,PK30,PK31,PK32, PK33,PK3Z, PKAD,PK41,PKAZ, PKEY,PK6Z

PJAO,PJA1,P142,PIA3,PIA4 PIAS,PIAG PIAT PIAY,PIAZ

PL2Y,PL2Z,P120,P121, P K80.00,PKE0.01, PK80.0Z,PKB0.10,PKE0.11,PK80.12,PKBO.13,PKE0. 14,PK80. 15, PKBO.16,PKBO.17,PKE0. 1Y,PKB0.12,PKEO.20,PK80.21,PKBD.22,PKEO. 2, PKE0. 22,PKBD.30,PKBO. 31, PKE0. 32,PKB0.3Y,PKB0.3Z,PK80.40,PKBD.41, PKEO. 42, PKE0.4Y,PK80.4Z, PKB0.50,PKEO.51PK.
80.52,PK80.53,PKB0.5Y,PKB0.52,PK80.60,PKBO.61,PK80.62,PK30.6Y,PK80.67,PKBO.70,PKB0.71,PKB0.72,PKE0.73,PKEO.TY,PKBO. 72,PK80.80,PK80.81,PK80.82,PKBO.8Y,PKB0.87,PK80.90,PK8O0.91, PKBO.92,PKEO.9Y,PKB0.92,PKE0.AQ,PKO.AL PKBO.A2,PKBO. AY,PKEO. AZ,PKBO,80,PK80.B1, PKBO.82,PKEO.BY, 80,87, PKBO.CO,PKBO
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