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Looking back: three key lessons from 20 years of shaping Japanese
genome research regulations = Jusaku Minari, M. Yokono, K. Takashima,
M. Kokado, Ryuichi Ida, Y. Hishiyama - Journal of Human Genetics
(2021) 66:1039-1041
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Development of Precision Medicine and Sustainable Biobank-Through
Experiences of Japanese Biobanks—, IDA,R., 2019 Symposium of Taiwan
Society for Biopreservation and Biobanking :Toward a Sustainable
Taiwan Biobank & Ethical Governance Framework, 2019
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[to M, Yamauchi A, Urano M, Kato T, Matsuo M, Nakashima K, Saito
K. Epidemiological investigation of spinal muscular atrophy in
Japan. Brain Dev. 2022;44:2-16.
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Saito K, NagaoR, Tsuchida K, TeshimaR, Kawase K. Real-world
assessment of onasemnogene abeparvovec treatment in patients with
spinal muscular atrophy: insight from RESTORE post-marketing
surveillance in Japan. 27" International Hybrid Annual Congress if
the World Muscle Society, Halifax, Canada, October 12, 2022
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Kaira Sekiguchi and Koichi Hori: Organic and dynamic tool for use
with knowledge base of Al ethics for promoting engineers’ practice
of ethical Al design’, Al & Society, Springer (2018).
https://doi.org/10. 1007/s00146-018-0867-z
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Evolutionary histories of breast cancer and related clones

Nishimura T, Kakiuchi N, Yoshida K, Sakurai T, Kataoka TR, Kondoh
E, Chigusa Y, Kawai M, Sawada M, Inoue T, Takeuchi Y, Maeda H, Baba
S, Shiozawa Y, Saiki R, Nakagawa MM, Nannya Y, Ochi Y, Hirano T,
Nakagawa T, Inagaki-Kawata Y, Aoki K, Hirata M, Nanki K, Matano M,
Saito M, Suzuki E, Takada M, Kawashima M, Kawaguchi K, Chiba K,
Shiraishi Y, Takita J, Miyano S, Mandai M, Sato T, Takeuchi K, Haga
H, Toi M, Ogawa S. Nature. 2023 Aug;620(7974) :607-614.
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DOCK2 is involved in the host genetics and biology of severe
COVID-19. Namkoong H, (480 4), Miyano S, Ogawa S, Kanai T, Fukunaga
K, Okada Y. Nature. 2022 Sep;609 (7928) : 754-760.

<A FEm I >

Global gene network exploration based on explainable artificial
intel ligence approach. Park H, Maruhashi K, Yamaguchi R, Imoto S,
Miyano S. PLoS One. 2020 Nov 6;15(11) :e0241508.




