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Modern human DNA analyses with special reference
to the inner dual-structure model of Yaponesian
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Article | Open Access | Published: 12 February 2021

Evaluation of the usefulness of saliva for mosaic loss of
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Abstract Previous studies suggested two major migration events during the Jomon and Yayoi periods
Abstract that affected the genetic diversity of modern Japanese (Yaponesians). We explored the possibility of a
three-wave migration model by examining three datasets of modern human DNA: (1) whole mitochon-
drial (mt) DNA genomes of 1642 Yaponesians; (2) mtDNA haplogroup frequencies of 59105 Yapone-
sians from 47 prefectures; and (3) genome-wide SNP data of two Yaponesians (Ainu, Okinawa) and
whole-genome sequence data of Yamato individuals, the Funadomari Jomon F23 individual, and three
saliva for mLOY analysis and showed that saliva-derived mLOY is significantly associated East Asian populations (Korean, northern Chinese, and southern Chinese). Past population size change
with aging and increased physical activity, but not with smoking. While these data support was estimated based on dataset 1. and we clearlv observed a steep population increase after the Yavoi

Mosaic loss of chromosome Y (mLOY) in leukocytes has attracted much attention as an

emerging biomarker of aging and aging-related diseases. We evaluated the usefulness of

the robust association between saliva-derived mLOY and aging, caution is required when

comparing data from saliva-derived and blood-derived mLOY. )
Research | Open Access | Published: 01 November 2022
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unique haplotype variants and crucial mutant genes in SARS-CoV-2
SARS-CoV-2 Rapid Displacement of SARS-CoV-2 Variants within Japan
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ClinVar is a freely available, public archive of human genetic variants and interpretations of their significance to disease, ) )
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